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Crowe SA, see İnceoğlu Ö et al. (2015) 74: 215–233
Cruz BN, see Deng W et al. (2016) 78: 39–49
Cung TNM, see Pham TT et al. (2015) 76: 149–161
Curlevski N, see Carney RL et al. (2015) 75: 187–205
Curran MAJ, see Vance TR et al. (2013) 71: 117–129

D

D’Hondt S, see Walsh EA et al. (2015) 75: 1–13
Dähnke K, see Jacob J et al. (2017) 80: 289–300
Dai M, see Weinbauer MG et al. (2013) 71: 99–115
Damashek J, Pettie KP, Brown ZW, Mills MM, Arrigo KR,

Francis CA (2017) Regional patterns in ammonia-oxidiz-
ing communities throughout Chukchi Sea waters from the
Bering Strait to the Beaufort Sea. 79: 273–286

Dann LM, Smith RJ, Tobe SS, Paterson JS, Oliver RL, Mitchell
JG (2016) Microscale distributions of freshwater plank-

302



Combined author and title index (Volumes 71 to 80, 2013–2017)

tonic viruses and prokaryotes are patchy and taxonomi-
cally distinct. 77: 65–77

Danovaro R, Corinaldesi C, Rastelli E, Dell’Anno A (2015)
Towards a better quantitative assessment of the relevance
of deep-sea viruses, Bacteria and Archaea in the function-
ing of the ocean seafloor. 75: 81–90
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