Erratum

Phylogenetic relationships of aquatic birnaviruses based on deduced
amino acid sequences of genome segment A cDNA

S. Blake et al.
Dis Aquat Org 45: 89-102, 2001

* On page 97, Fig. 3 contained errors. The corrected
figure is shown here, together with the legend,
which is unchanged 0 41437
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2 N1 relationships of aquatic birnaviruses based on
. FR10 deduced amino acid sequences of VP2. The
length of each pair of branches represents
the distance between sequence pairs, and the
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