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positions are presented. The 4 haplotype groups (HG) are also indicated. Unique fixed differences for each haplotype group are in bold
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Appendix 1. Pellioditis marina. Partial cytochrome oxidase c subunit 1 sequences of the 32 haplotypes (H) with EMBL accession numbers (AN). Only variable sites and their
HG
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Appendix 2. Pellioditis marina. ITS1 sequences of the 16 haplotypes (H) with EMBL accession numbers (AN). The 4 haplotype groups (HG) are also indicated. Only variable sites and their

positions are presented. Unique fixed-length differences for haplotype groups PmII and PmIII in bold
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Appendix 3. Pellioditis marina. ITS2 sequences of 16 haplotypes (H) with EMBL accession numbers (AN). Only variable sites and their positions are

presented. The 4 haplotype groups (HG) are also indicated. Unique fixed-length differences for haplotype groups Pm II and PmIII in bold
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