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INTRODUCTION

In marine environments, biofilms are a common
mode of life, developing on surfaces such as sedi-
ments (Kriwy & Uthicke 2011), ship hulls (Gram et al.
2002), marine macroorganisms (Behrendt et al.
2012), pipes and membranes of seawater desalina-
tion facilities (Saeed et al. 2000) and marine snow
(Gram et al. 2002). Microbial biofilms are complex
multi-cellular communities (O’Toole et al. 2000,
Stoodley et al. 2002), developing from specific initial
colonizing bacterial groups to mature multi-species
communities (Jackson et al. 2001, Rickard et al. 2003,
Lyautey et al. 2005). Living in complex multi-species
biofilm communities gives bacteria an advantage
 relative to planktonic life. For example, multi-species

biofilms show increased horizontal gene transfer
(Molin & Tolker-Nielsen 2003), degradation of organic
matter (Peter et al. 2011) and resistance to antibiotics
(Elvers et al. 2002, Harriott & Noverr 2010). During
biofilm initiation, early surface colonizers may have
an impact on biofilm formation and further develop-
ment of the mature biofilm community by interacting
with other bacterial species (Buswell et al. 1997,
Leung et al. 1998, Rickard et al. 2003, Yamada et al.
2005, Kuboniwa et al. 2006). However, the role of
marine primary colonizers in early developing bio-
films, and the mechanisms involved, are not com-
pletely established.

Members of the Rhodobacteraceae family have
been identified in several studies as a dominant bac-
terial group in marine biofilms which are able to rap-
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idly colonize abiotic (Dang & Lovell 2000, 2002, Dang
et al. 2008) as well as biotic (Sharp et al. 2012) sur-
faces in different parts of the world. More than 40%
of the bacteria in 3 and 6 d old biofilms formed by an
Atlantic Ocean coastal marine community were affil-
iated with members of the genus Rhodobacter, within
the Rhodobacteraceae family (Dang & Lovell 2002).
Similar results have been obtained from biofilm
formed by a Mediterranean Sea coastal marine com-
munity in a desalination plant (Elifantz et al. 2013).
In this case, Alphaproteobacteria (dominated by the
Rhodo bacteraceae family) constituted up to 80% of
the initial biofilm biomass (Elifantz et al. 2013).

Because Rhodobacteraceae are a common domi-
nant bacterial group in some initial marine biofilms
world-wide, we hypothesized that they might con-
tribute to mixed-species biofilm development, inter-
acting with other colonizing bacterial species. Com-
petition for various resources is a common type of
negative interaction within biofilms (Zhang et al.
1995, Rao et al. 2005, Tong et al. 2008, Rendueles &
Ghigo 2012). Interactions of a cooperative nature also
exist within biofilms, such as in the case of biodegra-
dation of complex organic compounds, in which a
synergistic cooperation of a consortium of micro -
organisms is often involved (Cowan et al. 2000,
Christensen et al. 2002). Communication by signals,
e.g. quorum sensing (QS), can mediate cooperation
be tween different bacterial species within a multi-
 species biofilm. For example, it has been shown that
Staphylococcus oralis, when in a mixed-species bio-
film with Actinomyces naeslundii, produces the auto -
inducer-2 (AI-2) that promotes mutualistic biofilm
formation of both species (Rickard et al. 2006).

In spite of their importance, interspecies inter -
actions during initial biofilm development have not
been widely studied, especially in the marine envi-
ronment. The objective of the present study was to
investigate whether members of Rhodobacteraceae
interact directly or indirectly with other biofilm spe-

cies during early surface colonization. As mentioned
above, several studies have examined interactions
between 2 species (Cowan et al. 2000, Rickard et al.
2006), but, as natural biofilms are much more com-
plex in their community structure and interactions,
studies of more complex models are required. This
work examined the interaction of a member of the
Rhodobacteraceae family with other community
members, both within a model marine community
composed of 6 marine biofilm forming isolates, and
within the natural complex marine community, in
order to find the potential role of Rhodobacteraceae
in marine biofilm initiation.

MATERIALS AND METHODS

Isolation, identification and growth conditions of
biofilm bacteria from Mediterranean Sea water

Isolates were obtained from a flow unit containing
a Robbins device (Flemming 1997) that was set in the
Palmachim desalination plant, on the coast of Israel
(Elifantz et al. 2013). After 4 d of sea water flow, a
glass coupon implanted within the device was trans-
ferred to the laboratory. Biofilm bacteria were iso-
lated from the coupon by plating on 1/100 strength
marine agar medium (0.01 g l−1 yeast extract, 0.05 g l−1

peptone, 30 g l−1 sea salt, 15 g l−1 agar) and incubated
at 30°C for 48 h. Based on their colony dominance,
16S rRNA sequence and their phylogenetic affiliation
to major groups relevant to typical young biofilms, 6
different isolates were chosen for this study: Vib3,
Spong12, Pseudoalt17, Halo18, Eryth23 and Rhodo35
(Table 1). Each of the isolates belongs to a different
genus.

In order to identify the isolates, DNA was extracted
from overnight cultures according to Inbar et al.
(2005). Universal bacterial primers (11 forward: GTT
TGA TCM TGG CTC AG [Lane 1991] and 1392
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Closest relative                                                                             Isolate        Accession 
Max. identity (%)  Class                    Species (accession number)                              ID               number

          99                 Gammaproteobacteria     Vibrio alginolyticus (JX976307.1)                                       Vib3          KC691178
          99                 Gammaproteobacteria     Spongiibacter marinus (NR042454.1)                             Spong12       KC691179
          99                 Gammaproteobacteria     Pseudoalteromonas mariniglutinosa (AB622472.1)    Pseudoalt17    KC691180
          99                 Gammaproteobacteria     Halomonas halodurans (AB680913.1)                              Halo18        KC691181
          99                 Alphaproteobacteria        Erythrobacter flavus (AF500005.1)                                  Eryth23        KC691182
          98                 Alphaproteobacteria        Phaeobacter gallaeciensis (DQ915619.1)                       Rhodo35       KC691183

Table 1. 16S rRNA based identification of the isolates used to compose the model biofilm community. Identification of phylo -
genetic affiliation of the isolates was conducted by PCR amplification of 16S rRNA gene fragment of each isolate, sequencing 

the amplicons and BLAST analysis of the sequences
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reverse: ACG GGC GGT GTG TAC [Xu et al. 1998])
were used for PCR amplification of 16S rRNA genes
of the isolates. Extracted DNA (1 µl) from each isolate
was added to 24 µl of PCR master mix containing
0.125 mg ml−1 of BSA (Roche), 0.2 mM of each dNTP
(Fermentas), 0.2 µM of each primers (Integrated
DNA), 0.025 units µl−1 of Taq Polymerase (Fermen-
tas), 2.5 mM of MgCl2 (Fermentas), 2.5 µl of buffer
(Fermentas), and ultra-pure water (Fisher). PCR was
conducted using the following conditions: initial
denaturing for 5 min at 96°C and then 30 cycles of
denaturing (95°C; 30 s), annealing (58°C; 30 s) and
elongation (70°C; 50 s). A 5 min final extension at
72°C was performed at the end of the PCR program.
Fragments of 16S rRNA obtained by PCR of genomic
DNA from the isolates were sequenced with the 907
reverse universal primer (CCG TCA ATT CMT TTG
AGT TT; Muyzer et al. 1993) using the Sanger method
(Macrogen). All sequences were analyzed by BLAST
(Altschul et al. 1997) and submitted to NCBI Gen-
Bank (for accession numbers, see Table 1).

For preparation of inocula, bacteria were grown in
1/2 strength marine medium (0.5 g l−1 yeast extract,
2.5 g l−1 peptone, 30 g l−1 sea salt) at 30°C (maximum
summer temperature in the Levantine basin) with
shaking (180 rpm) for 24 h to reach stationary phase.
For biofilm experiments, the cultures were incubated
in static conditions at 30°C in the dark for 24 h in 1/2
strength marine medium, reaching the stage of bio-
film initiation.

Effect of each bacterial isolate on biofilm formation
by a mixed culture

The biofilm formed by a 5-isolate culture (exclud-
ing each isolate in turn) was measured and compared
to a biofilm containing all 6 isolates, in order to deter-
mine the impact each isolate has on mixed-isolates bio-
film formation. Biofilm biomass, obtained after 24 h,
was measured using 3 different methods: crystal vio-
let (CV) staining assay, quantitative real-time PCR
(RT-PCR) and confocal laser scanning microscopy
(CLSM). The latter 2 methods analyzed the exclusion
of only Vib3 and Rhodo35.

In order to form the 6-isolate mixed culture, 6
 single-isolate cultures, each grown overnight and at a
con centration of approx. 107 cells ml−1 (optical density
[OD] = 0.05), were combined (Table S1 in the Supple-
ment at www. int-res.com/ articles/ suppl/a075p155 _
supp .pdf). When using 5-isolate cultures, we compen-
sated for a missing isolate by increasing the relative
concentration of each of the 5 isolates so that the total

cell concentration was equal to the concentration of a
6-isolate culture at the start of the experiment.

In order to determine whether the presence of a
specific isolate also affects the planktonic growth, 6-
and 5-isolate mixed cultures, prepared as described
above, were incubated at 30°C for 16 h in a Sinergy2
plate reader (BioTek), which measured the ab sor -
bance of the cultures at a wavelength of 600 nm
every 30 min following 15 s of shaking.

Assessment of the effect of different species on
biofilm development using CV assay

For initial biofilm development analysis using CV
staining, 200 µl of mixed-isolate cultures were incu-
bated, in 6 replicates, in 96-well microtitre plates for
24 h at 30°C. Biofilm biomass quantification by CV
staining was carried out according to Pitts et al.
(2003), with some modifications. After 24 h of incuba-
tion, the wells were drained and rinsed twice with
sterile saline solution (0.9% NaCl). The biofilm form-
ing on well surfaces was then stained with 300 µl of
0.4% (W/V) CV solution (Sigma) for 20 min. The dye
of the stained biofilm was removed by gently rinsing
with tap water. The stained biofilm was eluted with
300 µl of 95% (v/v) ethanol and the absorbance
was measured in a Sinergy2 plate reader (BioTek) at
590 nm.

Assessment of the effect of different species on
biofilm development using CLSM analysis

Biofilm analysis using CLSM combined with fluo-
rescent staining (Xu & Liu 2011, Yang et al. 2011)
was carried out in order to further examine the
effects of isolates Rhodo35 and Vib3 on the structure
and the early development of mixed-isolate biofilm.
Vib3, an isolate belonging to the genus Vibrio, was
chosen for further investigation in addition to
Rhodo35, a member of the Rhodobacteraceae family,
based on the results obtained by the CV staining
experiments. Five hundred microliters of cultures
containing all 6 isolates (Mix(6)) and lacking Rhodo35
or Vib3 (Mix(6-Rhodo35) and Mix(6-Vib3), respectively)
were each placed in triplicate into wells of a 24-well
plastic plate, with a round glass coupon (r = 0.5 cm)
inserted into each well, and incubated for 24 h at
30°C. Following incubation, the coupons were fixed
in 4% paraformaldehyde for 4 h. The coupons were
then incubated in phosphate buffer saline (PBS; 0.1 M
pH = 7.4; 10.9 g l−1 of Na2HPO4, 3.2 g l−1 of NaH2PO4
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and 9 g l−1 of NaCl) for 20 min and washed 3 times in
1 ml of 0.1 M Tris-HCl (pH = 7.2). Each biofilm was
stained with 20 µl of Syto9 (5 µM; cell staining) for
25 min, then washed 3 times with 1 ml of 0.1 M Tris-
HCl, followed by staining with 20 µl of ConA (0.2 mg
ml−1; extracellular polysaccharide [EPS] staining) for
35 min and additional washing with 0.1 M Tris-HCl.
After staining, the coupons were dried at room tem-
perature in the dark and glued to a microscope slide.
Slides were covered with Citifluor antifadent moun-
tant solution (Agar Scientific) and examined under
an IX81 Olympus FluoView 500 confocal microscope
(Olympus). The laser/filter used for Rhodamine and
Syto9 were diode/BA560if and argon-ion/BA505-525,
respectively (Olympus). Biofilm parameters (thick-
ness, biovolume, coverage, and roughness) were cal-
culated based on the CLSM images using PHLIP-ML
software (PHOBIA project; http:// phlip. source forge .
net), which analyses CLSM multichannel data as
described elsewhere (Mueller et al. 2006).

Assessment of the effect of different species 
on biofilm development using quantitative 

RT-PCR analysis

RT-PCR reactions were performed in order to
determine the relative abundance of each of the iso-
lates within the mixed-isolate biofilms (Suzuki et al.
2005). Based on the data obtained from the CV stain-
ing assay, 3 combinations of mixed-isolates culture
were chosen for further investigation using RT-PCR:
Mix(6), Mix(6-Vib3) and Mix(6-Rhodo35) (Table S1 in the
Supplement). After the preparation of inocula, 200 µl
of each culture in 3 replicates were incubated for 24 h
at 30°C in 1.5 ml polypropylene plastic tubes (Sarst-
edt) with four 2 mm glass beads (Marienfeld), for in -
creased surface area. Following incubation, the con-
tents of the tubes, including the glass beads, were
rinsed twice with 0.9% saline. DNA was extracted
from biofilms formed on surfaces of both the tube and
the beads following Inbar et al. (2005).

The primers used for performing RT-PCR reactions
were designed based on the 16S rRNA gene sequence
of each isolate, using the ‘probe design’ algorithm in
the ARB software package (Ludwig et al. 2004)
(Table S2 in the Supplement). Standard curves were
prepared with Topo TA plasmids (Invitrogen) con-
taining inserts of the 16S rRNA gene of each isolate
in concentrations of 101 to 109 targets µl−1, diluted
according to the quantification of extracted plas-
mids using a ND1000 spectrophotometer (Nano -
Drop). The slopes of the standard curves, correlation

coefficients and amplification efficiencies of each
primer pair were calculated using the MxPro™
QPCR Software analysis tool (Stratagene), based on
the standard curves of the primers (Fig. S1 in the
Supplement at www. int-res. com/ articles/ suppl/a075
p155_ supp .pdf). The specificity of each primer was
determined by performing a PCR reaction with iso-
late-specific primers on plasmids containing each of
the other 5 isolates as negative (non-target) control.
Additionally, the specificity of the primers was veri-
fied using BLAST analysis, which indicated that the
primers are specific at least to the family level, and
could be used in other studies of taxonomically
diverse bacterial classes (data not shown).

RT-PCR assays were conducted in polypropylene
96-well plates in an Mx3000P QPCR System (Strata-
gene). Each 25 µl contained 1 µl of DNA, 1 µl of each
primer (10 µM each), 9.5 µl water and 12.5 µl Absolute
Blue SYBR Green ROX mix (Thermo Fisher). PCR
conditions were: 15 min at 95°C, followed by 30 cycles
(95°C for 30 s, 30 s at the annealing temperature, 30 s
at 70°C) and an additional 10 s at 80°C. Annealing
temperatures (Table S2 in the Supplement) were
optimized for each primer pair in order to maximize
the amplification efficiency.

The abundance of each isolate was calculated by
dividing the number of targets measured in RT-PCR
reaction by the surface area of the solid-liquid inter-
face (calculated from the surface area of the glass
beads and the walls of the tube that were in contact
with the liquid culture). The calculation of the abun-
dance considered the 16S rRNA gene copy number
of each isolate (relative to each other), which was
determined by dividing the number of targets of each
isolate obtained from RT-PCR analysis using univer-
sal bacterial primers (Lane 1991) by the colony form-
ing units (CFU) count of the same sample. Notably,
no cell aggregates were detected in the planktonic
suspension of the isolates, which enabled us to rely
on the CFU counts (data not shown).

Effect of Rhodo35 relative abundances on its ability
to promote biofilm formation

An additional experiment examined the effect of
different concentrations of Rhodo35 on biofilm for-
mation of the mixed-isolate culture. For this purpose,
diluted (OD600nm = 0.05) cultures of the isolates were
mixed together in different ratios containing 0, 5, 10,
16.6, 20, 25, 30 and 40% (final concentrations) of
Rhodo35. Biofilm formation was measured as de -
scribed above.
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Effect of Rhodo35 on biofilm formation by natural
sea water bacterial community

The effect of Rhodo35 on 5-isolate biofilm initiation
was studied by including or excluding Rhodo35 from
the model mixed culture. However, the exclusion of
Rhodobacteraceae from the complex natural marine
community is impossible. Therefore, in order to study
the effect of Rhodo35 within the diverse and complex
marine community, Rhodo35 was added to a commu-
nity of natural sea water bacteria.

Mediterranean Sea water (1 l) was filtered through
a 0.2 µm filter using a vacuum pump (Pall). The bacte-
ria on the filter were rinsed and washed in PBS and in-
cubated overnight in 100 ml of 1/2 marine medium at
30°C while shaking (180 rpm). After the incubation,
the sea water culture was diluted to OD of 0.05 and
mixed with each of the isolates Vib3, Halo18, Eryth23
and Rhodo35 separately, adjusted to OD = 0.05, to ob-
tain cultures with 0, 10, 20 and 40% (v/v) of each iso-
late. Two-hundred microliters of each culture, in 6
replicates, were tested for biofilm formation in 96-well
plate using the CV staining assay de scribed above.

Effect of Rhodo35 extracellular material on biofilm
formation by a mixed culture

In order to determine whether Rhodo35 interacts
indirectly with other bacteria, affecting their biofilm
formation, Rhodo35 was exposed, through semi-
 permeable membrane, to a mixed culture lacking it.
Two hundred microliters of Rhodo35, Mix(6) or
Mix(6-Rhodo35) cultures, in 4 replicates, were placed in
cell culture insert chambers with membranes of
0.45 µm pores (pre-tested by plating well content to
verify that the membrane blocks Rhodo35 transfer)
(BD Bioscience; catalogue number 353095), as de -
scribed in Fig. S2. These inserts were placed in wells
of 24-well plates with 800 µl Mix(6) or Mix(6-Rhodo35)

cultures. The biofilm formed in the wells was meas-
ured using CV staining assay, as described above.

Statistical analysis

The results of the experiments on the effect of
Rhodo35 or its extracellular material on biofilm forma-
tion by the model community were analyzed using an
an ANOVA test (α = 0.05) performed in SigmaPlot v. 10
(Systat). A Student-Newman-Keuls pairwise compari-
son was used for the post hoc test. The results of the
experiment on the natural complex marine community

were analyzed using ANOVA with a post hoc test of
Bonferroni comparisons versus controls (α = 0.05).

RESULTS

Isolation and identification of Mediterranean Sea
biofilm bacteria

Six distinct bacterial isolates were obtained from
marine biofilm to constitute model cultures for a bio-
film-forming marine community. BLAST analysis of
16S rRNA sequences revealed that the isolates Vib3,
Spong12, Pseudoalt17, Halo18, Eryth23 and Rhodo35
were related to the genera Vibrio, Spongiibacter,
Pseudoalteromonas, Halomonas, Erythrobacter and
the family Rhodobacteraceae, respectively (Table 1).

Effect of the isolates on biofilm formation, analyzed
using the CV staining assay

The effect of each isolate on the early development
of a mixed-isolate biofilm was tested by comparing 6-
isolate biofilm to 5-isolate biofilms by excluding one
of the isolates each time, using CV staining assays. In
the absence of Rhodo35, a significant de crease of
approx. 45% in CV absorbance (as a proxy for bio-
film biomass) (p < 0.05, n = 6, F-test p < 0.05) was
observed relative to the control containing Rhodo35
(Fig. 1). Notably, Rhodo35 exhibits only a moderate
potential for biofilm formation when incubated in a
single-isolate culture (biofilm biomass value of 1.3),
relative to biofilm formed by a 6-isolate biofilm (bio-
film biomass value of 1.8) and to that formed by
Eryth23 (biofilm biomass value of 2.5) (Fig. S3 in the
Supplement). In contrast, exclusion of isolate Vib3
led to a significant increase of approx. 50% in biofilm
formation. Exclusion of any of the other 4 isolates,
including Eryth23, from the community had only a
relatively small negative effect on biofilm formation.
Interestingly, exclusion of Rhodo35 from the mixed
culture had no significant effect on planktonic growth
of the total mixed culture (Fig. S4 in the Supplement).
Based on these results, Vib3 and Rhodo35 were
 chosen for further investigation.

Effect of the isolates on biofilm formation analyzed
using CLSM

CLSM analysis of the biofilms revealed that a
mixed culture with all 6 isolates (Mix(6)) formed a rel-
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atively developed early biofilm with visible micro-
colonies within 24 h of incubation (Fig. 2A). In con-
trast, biofilm excluding Rhodo35 (Mix(6-Rhodo35)) showed
only single cells attached to the surface after 24 h of
incubation. No microcolonies or any developed struc-
ture could be observed in the absence of Rhodo35
(Fig. 2B). While absence of Rhodo35 negatively influ-
enced biofilm initiation, absence of Vib3 (Mix(6-Vib3))
led to a more developed biofilm architecture com-
pared to the 6-isolate community (Mix(6)) (Fig. 2C).
These results were supported by measurement of
physical parameters of the biofilms from CLSM
images using the PHLIP software. The mean thick-
ness of the biofilms formed by the Mix(6), Mix(6-Rhodo35)

and Mix(6-Vib3) cultures were significantly different
from each other (p < 0.05, n = 9, F-test p > 0.05), and
reached 5.4 ± 1, 2.5 ± 0.8 and 10.4 ± 2.76 µm, respec-
tively. Assuming that the diameter of a bacterial cell
is ~1 µm, the biofilm formed by Mix(6) contained 4 to
6 cell layers, while only a monolayer was formed by a
culture lacking Rhodo35 and a biofilm of 8 to 10 lay-
ers was formed when Vib3 was excluded (Fig. 3A).
The biovolume of the biofilm cells significantly (p <
0.05, n = 9, F-test p < 0.05) decreased by almost 2
orders of magnitude due to the absence of Rhodo35
and increased by approx. 2-fold as a result of ab -
sence of Vib3 compared to Mix(6) biofilm (Fig. 3B). In
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Fig. 1. Effect of absence of specific isolates on biofilm forma-
tion by mixed species cultures. Bars represent the biofilm
formed by 6- and 5-isolate cultures (see Table S1 in the Sup-
plement for species composition for each culture), missing 1
isolate each. Biofilm formation was measured using the crys-
tal violet (CV) staining assay and the values are the optical
density (OD) (wavelength 590 nm) of the CV stain as a proxy
for biofilms biomass. Error bars represent SD of 6 replicates
and different letters represent significant differences be-
tween the means according to ANOVA and Student-

Newman-Keuls post hoc tests (p < 0.05)

Fig. 2. Effect of Rhodo35 and Vib3 on the development and
architecture of mixed-isolate biofilm. Confocal laser scanning
microscopy images (500 × 500 µm) of 24 h old mixed-isolate
biofilms with or without Rhodo35 or Vib3; green represents
cells stained with Syto9 and red represents extracellular
polysaccharides (EPS) stained with ConA; yellow represents
a combination of Syto9 and ConA. The bottom and the right
axes represent XZ and YZ planes, respectively. (A) Mix(6):
biofilm formed by culture containing all 6 species (including
Rhodo35 and Vib3); (B) Mix(6-Rhodo35): biofilm formed by a 5-
isolate culture (excluding Rhodo35); (C) Mix(6-Vib3): biofilm 

formed by a 5-isolate culture (excluding Vib3)
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addition, both roughness and coverage decreased in
Rhodo35-lacking culture, while the latter did not
change in a Vib3-lacking culture (Fig. 3C,D). The dif-
ferences in biofilm parameters between cultures
including and excluding Rhodo35 (thickness, biovol-
ume, coverage and roughness) were evident both
from quantification of Syto9 labeled cells and ConA-
labeled EPS (Fig. 3).

Effect of the isolates on biofilm formation analyzed
using quantitative RT-PCR analysis

RT-PCR was used to assess the composition of the
initial biofilm developed by the model community.
The biofilm formed by the 6-isolate culture was found
to be composed mainly of 3 dominant isolates:
Rhodo35, Vib3 and Pseudoalt17. The 3 other isolates

present in the biofilm (Spong12, Halo18 and Eryth23)
were found in much lower abundance (Fig. 4). Isolate
Vib3, which was one of the dominant bacteria in the
mixed-isolate biofilm, had only a low potential for col-
onization and biofilm formation when grown by itself,
giving a value of 0.7 in the CV staining test, while the
biofilm biomass in the 6-isolate mixture had a value of
1.8 (Fig. S3). On the other hand, Eryth23, the isolate
that had the highest potential for biofilm formation as
a single species (with biofilm biomass value of 2.5),
was almost completely absent from the mixed-isolate
biofilm. In a 5-isolate culture excluding Rhodo35, the
2 remaining dominant species (Vib3 and Pseudoalt17)
formed a biofilm in lower levels of isolate abundance
compared to a biofilm that included Rhodo35. How-
ever, these changes were not statistically significant
(n = 3). The concentration of Vib3 decreased from 4.0
× 105 to 1.5 × 105 cells mm−2 and the concentration of
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Pseudoalt17 from 2.5 × 105 to 5.0 × 104 cells mm−2, rela-
tive to their abundance in biofilm formed by the 6-iso-
late culture (Fig. 4). Furthermore, the 3 other isolates
(Spong12, Eryth23 and Halo18), which were present
at low concentrations in the 6-isolate biofilm, were al-
most completely absent in the biofilm lacking Rhodo35.
Based on the quantitative RT-PCR data, total biofilm
concentration (sum of the levels of all isolates) de -
creased from 9.0 × 105 to 2.4 × 105 cells mm−2 when
Rhodo35 was absent. In contrast, the absence of Vib3
led to an increase, although statistically insignificant,
in biofilm formation by the remaining dominant iso-
lates, namely isolates Rhodo35 and Pseudoalt17 (Fig. 4).
Vib3 exclusion resulted in Pseudoalt17 concentration
increasing from 2.5 × 105 to 7.0 × 105 cells mm−2 and
Rhodo35 concentration increased from 2.5 × 105 to 1.1
× 106 cells mm−2.

Effect of Rhodo35 relative abundances on its ability
to promote biofilm formation

Addition of different concentrations of Rhodo35 to
the mixed isolates was conducted in order to evalu-
ate the effect of its relative abundance on biofilm
 initiation. Higher concentrations of Rhodo35, up to
16.6%, caused an increase in the promotion of bio-

film formation. An increase up to 70% in biofilm bio-
mass was observed with added Rhodo35 compared
to biofilm biomass formed without added Rhodo35
(Fig. 5). Increasing Rhodo35 to concentrations above
20% did not increase the promotion of biofilm forma-
tion any further.

Effect of the isolates on biofilm formation by a
complex sea water bacterial community

Inocula of Rhodo35, Vib3, Halo18 and Eryth23 were
added separately to a natural marine culture in order
to verify that Rhodo35-mediated interaction also takes
place in a complex marine microbial community.
Addition of 10% of each of the 4 isolates to the sea
water culture did not change the biofilm biomass
formed relative to the control culture (Fig. 6). How-
ever, addition of 20 or 40% of Rhodo35 led to a signif-
icant increase of approx. 30% (p < 0.05, n = 6, F-test
p > 0.05) in biofilm biomass relative to the control
treatment, while the addition of Vib3, Halo18 and
Eryth23 had no effect (although a negative effect was
noted when Halo18 was added at 40%) (Fig. 6).

Effect of Rhodo35 extracellular material on biofilm
formation of a mixed culture

In order to determine whether Rhodo35 interacts
and promotes biofilm initial formation via direct or
indirect contact, mixed cultures were exposed to
extracellular material of Rhodo35. The exposure of a
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5-isolate culture excluding Rhodo35 (Mix(6-Rhodo35)) to
the extracellular material of Rhodo35 through a se -
parating 0.45 µm membrane (Fig. 7, bar B; Fig. S2A)
resulted in a 26% increase (p < 0.05, n = 4, F-test
p > 0.05) in biofilm formation relative to unexposed
 control cultures (Fig. 7, bar A; Fig. S2B). Exposure
of Mix(6-Rhodo35) culture to extracellular material of
Rhodo35, which was inoculated 5 h prior to inocula-
tion of the mixed culture in the well, did not result in
an additional increase in biofilm biomass formed by
the mixed culture relative to the treatment in which
all the isolates were inoculated simultaneously (in -
cluding Rhodo35) (Fig. 7, bar D). Similar biofilm was
formed by mixed culture excluding Rhodo35 that was
exposed to Rhodo35 extracellular material (Fig. 7, bar
B) and by the mixed culture including Rhodo35 (Fig.
7, bar C). A similar control experiment, carried out
with Halo18, resulted in no effect whatsoever on bio-
film formation (data not shown).

DISCUSSION

Several studies of diverse marine environments,
including the Mediterranean Sea and Atlantic Ocean

Coast, have shown Rhodobacteraceae to be a domi-
nant bacterial group in initial marine biofilms (Dang
& Lovell 2000, 2002, Dang et al. 2008, Elifantz et al.
2013). Despite the high prevalence of Rhodobacter-
aceae in early stage biofilms, their role in multi- species
biofilm formation has not yet been elucidated. The
present study demonstrates that a randomly isolated
member of the Rhodobacteraceae promotes initial
biofilm formation in marine multi-isolate cultures.
It was shown that the biofilm-promoting effect of
Rhodo35 is specific to biofilm formation, as Rhodo35
addition did not alter the biomass of the planktonic
model mixed-isolate culture.

CLSM analyses revealed that Rhodo35 did not only
affect the total biomass of the initial biofilm, but also
the level of biofilm development during 24 h of incu-
bation and its overall structure. An early biofilm lack-
ing Rhodo35 was still in its first developmental stage
(initial attachment), characterized by single surface-
attached cells only, while culture containing Rhodo35
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of the same age was at a higher developmental stage,
characterized by structured microcolonies (O’Toole
et al. 2000), within 24 h of incubation. We therefore
hypothesized that Rhodo35 interacts with other bac-
teria by stimulating their biofilm initiation. This hypo -
thesis was supported and strengthened by findings
obtained from RT-PCR analysis. Quantifying sepa-
rately each isolate in the mixed-isolate biofilm, using
specific primers designed in this study for quantita-
tive RT-PCR, enabled us to describe the exact re -
sponse of each isolate to the presence or absence of
the studied Rhodobacteraceae member. The abun-
dance of all 5 isolates that constituted the mixed-
 isolate model biofilm was increased due to the pres-
ence of Rhodo35. The results obtained from RT-PCR
analyses were based on the calculated relative copy
numbers of each of the isolates. This was calculated
by dividing the number of targets of each isolate
obtained from RT-PCR analysis using universal bac-
terial primers (Lane 1991) by the CFU count of the
same sample. However, we could not eliminate pos-
sible biases in this experiment. First, although no cell
aggregates were observed by careful microscopic
examination in cultures of the isolates, we cannot rule
out the possibility that not all of the counted colonies
were obtained from single cells. Second, the calcula-
tion could be biased by different DNA extraction effi-
ciencies from each of the  isolates.

The phenomenon of biofilm initiation was observed
in all 3 experimental strategies used in the study (CV
staining test, CLSM and quantitative RT-PCR), regard-
less of the surface on which the biofilm was formed,
such as glass or plastic. It is well known that surface
properties, such as hydrophobicity and topography,
significantly affect biofilm formation and that differ-
ent species react differentially to these properties
(reviewed by Fletcher 1990). However, despite the
differences in biofilm initiation levels between the
experiments, the same result of biofilm initiation by
Rhodo35 was achieved on different surfaces, high-
lighting the significance of the phenomenon.

The natural marine bacterial community of the
Mediterranean Sea is orders of magnitude more
diverse and complex than the model community used
in this study (Alonso-Sáez et al. 2007). Additionally,
several families previously isolated from Mediterran-
ean Sea biofilms, such as Shewanellaceae and Flavo -
bacteraceae (Brian-Jaisson et al. 2014), were not
included in the 6-isolate model community. Thus, it
can be assumed that the interactome — the network
of interspecies interactions in this natural community
(Jenkinson 2011) — is also much more complicated
than in the experimentally studied 6-isolate model

community. Therefore, in order to assess the signifi-
cance of Rhodo35 in a complex environment, its role
was also studied on a microbial culture obtained from
natural sea water. Our findings confirmed that Rhodo35
significantly increased the biofilm formation of the
complex community obtained from natural marine
water. In contrast, other isolates, including Vib3, which
showed strong negative interaction with the strains
of the model community, had no de tectable impact
on the enriched natural marine community.

Inter-species interactions have already been de -
scribed as promoting biofilm formation, mainly in oral
environments, where streptococci and actinomyces
coaggregated to form dual-species biofilms (Cisar et
al. 1979, Palmer et al. 2003). Analogous re sults were
obtained also in freshwater communities (Simões et
al. 2008, Min & Rickard 2009). However, this study
suggests that the biofilm-initiating activity of Rhodo35
was mediated by an extracellular factor(s) rather by
coaggregation. It was found that Rhodo35 promoted
biofilm formation of the model multi- isolate culture
without direct contact, presumably by extracellular
compounds that diffuse through semi-permeable
membranes. The effect of the extracellular material
on biofilm formation was at the same level as that of
the presence of the bacteria themselves in the mixed
culture. Additionally, a pre- inoculation (5 h) of Rhodo35
before the introduction of other species did not result
in additional increase of biofilm initiation. This sug-
gests that no accumulation of active product took
place during pre-inoculation or that the concentration
of the factor or its activity reached saturation within
the 5 h. Bacterial species have been shown to commu-
nicate with each other within biofilm communities by
signal molecules they secrete (Parsek & Greenberg
2005). For example, dental communities have been
shown to be controlled by autoinducer-2 (AI-2) medi-
ated interspecies quorum sensing, which promotes
multi-species biofilm formation (McNab et al. 2003,
Rickard et al. 2006, Cuadra-Saenz et al. 2012).
Studies have shown the Roseobacter clade (members
of the Rhodobacteraceae) also to possess QS mecha-
nism (Gram et al. 2002, Martens et al. 2007, Thole et
al. 2012), which suggests that the Rhodobacteraceae
may interact with secondary colonizers using a rela-
tively small diffusible signal factor that induces their
colonization. Another possibility is that biofilm induc-
tion by Rhodo35 is via extracellular polymeric sub-
stance consisting mainly of polysaccharides contain-
ing some DNA and proteins, all shown to be crucial
components of biofilm matrix (Skillman et al. 1998,
Flemming et al. 2007). Future work will be required
to address these 2 hypotheses. This proposed research
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is based on this present, novel study, which suggests
that the common Rhodobacteraceae are not only of
the most dominant bacterial groups in marine biofilms
worldwide, but also have an important role in multi-
species marine biofilm initiation.

While it has been shown that some species can
cooperate with each other and enhance biofilm initi-
ation, other species may have inhibitive effects on
other species (reviewed by Elias & Banin 2012 and
Rendueles & Ghigo 2012). Similar results were ob -
tained in this study with a model culture of 6 different
isolates. The presence of Vib3 (a member of the
genus Vibrio), even in a very low relative abundance
(5%) within the mixed-isolates model culture, re -
sulted in an inhibition of biofilm formation by the rest
of the isolates. Yet, such effect of Vib3, at any con-
centration, was not found in the natural sea water
community. We can hypothesize that the impact of
Vib3 in a natural environment could be eliminated due
to a different composition of the natural sea water
community relative to that of the studied model com-
munity (Elifantz et al. 2013), resulting in other inter-
species interactions that can inhibit Vib3 or provide
resistance to its inhibitive effect. As biofilm inhibition
by Vib3 may not be a global mechanism of inhibition,
it was not studied further.

CONCLUSIONS

The present study provides an example of inter-
species interaction during early biofilm develop-
ment. The results of the study demonstrated inter-
species interaction mediated by primary colonizers
during initial biofilm formation, indicating that par-
ticular, decipherable traits are involved in succession
of the biofilm community. Rhodobacteraceae have
been shown to include pioneer species in the succes-
sion process (Dang et al. 2008, Elifantz et al. 2013).
These bacteria are among the first to colonize biotic
or abiotic surfaces, probably due to the diverse phys-
iological properties they possess, including rapid
response to nutrient input, type I and IV secretion
systems and polysaccharide production (Alonso &
Pernthaler 2006, Alonso-Sáez & Gasol 2007, Thole et
al. 2012). Thus, according to the results of this study,
while colonizing the surface, Rhodobacteraceae
might positively interact with other colonizers, pro-
moting their colonization via extracellular factors, as
it did Rhodo35. To summarize, this study uncovers an
important part of the interactome that takes place
and shapes the initial stages of the succession of bio-
film assemblages.

Acknowledgements. We thank Eduard Belausov, The Agri-
cultural Research Organization of Israel, for his as sistance in
confocal laser scanning microscopy. Also, many thanks to
Maya Ofek, Hila Elifantz and Sammy Frenk for their discus-
sion and valuable comments. The authors report no conflict
of interest.

LITERATURE CITED

Alonso C, Pernthaler J (2006) Roseobacter and SAR11 dom-
inate microbial glucose uptake in coastal North Sea
waters. Environ Microbiol 8: 2022−2030

Alonso-Sáez L, Gasol JM (2007) Seasonal variations in the
contributions of different bacterial groups to the uptake
of low-molecular-weight compounds in northwestern
Mediterranean coastal waters. Appl Environ Microbiol
73: 3528−3535

Alonso-Sáez L, Balagué V, Sà EL Sánchez O and others (2007)
Seasonality in bacterial diversity in north-west Mediter-
ranean coastal waters:  assessment through clone libraries,
fingerprinting and FISH. FEMS Microbiol Ecol 60: 98−112

Altschul SF, Madden TL, Schäffer AA, Zhang J and others
(1997) Gapped BLAST and PSI-BLAST:  a new genera-
tion of protein database search programs. Nucleic Acids
Res 25: 3389−3402

Behrendt L, Larkum AWD, Trampe E, Norman A, Sørensen
SJ, Kühl M (2012) Microbial diversity of biofilm commu-
nities in microniches associated with the didemnid ascid-
ian Lissoclinum patella. ISME J 6: 1222−1237

Brian-Jaisson F, Ortalo-Magné A, Guentas-Dombrowsky L,
Armougom F, Blache Y, Molmeret M (2014) Identifica-
tion of bacterial strains isolated from the Mediterranean
Sea exhibiting different abilities of biofilm formation.
Microb Ecol 68: 94−110

Buswell C, Herlihy Y, Marsh P, Keevil C, Leach S (1997)
Coaggregation amongst aquatic biofilm bacteria. J Appl
Microbiol 83: 477−484

Christensen BB, Haagensen JAJ, Heydorn A, Molin S (2002)
Metabolic commensalism and competition in a two-
 species microbial consortium. Appl Environ Microbiol
68: 2495−2502

Cisar JO, Kolenbrander PE, Mclntire FC (1979) Specificity of
coaggregation reactions between human oral strepto-
cocci and strains of Actinomyces viscosus or Actino-
myces naeslundii. Infect Immun 24: 742−752

Cowan SE, Gilbert E, Liepmann D, Keasling J (2000) Com-
mensal interactions in a dual-species biofilm exposed to
mixed organic compounds. Appl Environ Microbiol 66: 
4481−4485

Cuadra-Saenz G, Rao DL, Underwood AJ, Belapure SA
and others (2012) Autoinducer-2 influences interactions
among pioneer colonizing streptococci in oral biofilms.
Microbiology 158: 1783−1795

Dang H, Lovell CR (2000) Bacterial primary colonization and
early succession on surfaces in marine waters as deter-
mined by amplified rRNA gene restriction analysis and
sequence analysis of 16S rRNA genes. Appl Environ
Microbiol 66: 467−475

Dang H, Lovell CR (2002) Numerical dominance and phylo-
type diversity of marine Rhodobacter species during
early colonization of submerged surfaces in coastal mar-
ine waters as determined by 16S ribosomal DNA sequence
analysis and fluorescence in situ hybridization. Appl
Environ Microbiol 68: 496−504

165

http://dx.doi.org/10.1128/AEM.68.2.496-504.2002
http://dx.doi.org/10.1128/AEM.66.2.467-475.2000
http://dx.doi.org/10.1099/mic.0.057182-0
http://dx.doi.org/10.1128/AEM.66.10.4481-4485.2000
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=468376&dopt=Abstract
http://dx.doi.org/10.1128/AEM.68.5.2495-2502.2002
http://dx.doi.org/10.1046/j.1365-2672.1997.00260.x
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=24402359&dopt=Abstract
http://dx.doi.org/10.1038/ismej.2011.181
http://dx.doi.org/10.1093/nar/25.17.3389
http://dx.doi.org/10.1111/j.1574-6941.2006.00276.x
http://dx.doi.org/10.1128/AEM.02627-06
http://dx.doi.org/10.1111/j.1462-2920.2006.01082.x


Aquat Microb Ecol 75: 155–167, 2015

Dang H, Li T, Chen M, Huang G (2008) Cross-ocean distri-
bution of Rhodobacterales bacteria as primary surface
colonizers in temperate coastal marine waters. Appl
 Environ Microbiol 74: 52−60

Elias S, Banin E (2012) Multi-species biofilms:  living with
friendly neighbors. FEMS Microbiol Rev 36: 990−1004

Elifantz H, Horn G, Ayon M, Cohen Y, Minz D (2013) Rhodo -
bacteraceae are the key members of the microbial com-
munity of the initial biofilm formed in Eastern Mediter-
ranean coastal seawater. FEMS Microbiol Ecol 85: 348−357

Elvers KT, Leeming K, Lappin-Scott H (2002) Binary and
mixed population biofilms:  time-lapse image analysis
and disinfection with biocides. J Ind Microbiol Biotech-
nol 29: 331−338

Flemming HC (1997) Reverse osmosis membrane biofoul-
ing. Exp Therm Fluid Sci 14: 382−391

Flemming HC, Neu TR, Wozniak DJ (2007) The EPS matrix: 
the ‘house of biofilm cells’. J Bacteriol 189: 7945−7947

Fletcher M (1990) Methods for studying adhesion and
attachment to surfaces. In:  Grigorova R, Norris JR (eds)
Methods in microbiology, Vol 22. Academic Press,
 London, p 251−283

Gram L, Grossart HP, Schlingloff A, Kiørboe T (2002) Possi-
ble quorum sensing in marine snow bacteria:  production
of acylated homoserine lactones by Roseobacter strains
isolated from marine snow. Appl Environ Microbiol 68: 
4111−4116

Harriott MM, Noverr MC (2010) Ability of Candida albicans
mutants to induce Staphylococcus aureus vancomycin
resistance during polymicrobial biofilm formation.
Antimicrob Agents Chemother 54: 3746−3755

Inbar E, Green SJ, Hadar Y, Minz D (2005) Competing fac-
tors of compost concentration and proximity to root affect
the distribution of streptomycetes. Microb Ecol 50: 73−81

Jackson CR, Churchill PF, Roden EE (2001) Successional
changes in bacterial assemblage structure during epilithic
biofilm development. Ecology 82: 555−566

Jenkinson HF (2011) Beyond the oral microbiome. Environ
Microbiol 13: 3077−3087

Kriwy P, Uthicke S (2011) Microbial diversity in marine bio-
films along a water quality gradient on the Great Barrier
Reef. Syst Appl Microbiol 34: 116−126

Kuboniwa M, Tribble GD, James CE, Kilic AO and others
(2006) Streptococcus gordonii utilizes several distinct
gene functions to recruit Porphyromonas gingivalis into a
mixed community. Mol Microbiol 60: 121−139

Lane DJ (1991) 16S/23S rRNA sequencing. In:  Stackebrandt
E, Goodfellow M (eds) Nucleic acids techniques in bacte-
rial systematics. Wiley, Chichester, p 115−175

Leung JW, Liu YL, Desta T, Libby E, Inciardi JF, Lam K
(1998) Is there a synergistic effect between mixed bac -
terial infection in biofilm formation on biliary stents?
Gastrointest Endosc 48: 250−257

Ludwig W, Strunk O, Westram R and others (2004) ARB:  a
software environment for sequence data. Nucleic Acids
Res 32: 1363−1371

Lyautey E, Jackson CR, Cayrou J, Rols JL, Garabétian F
(2005) Bacterial community succession in natural river
biofilm assemblages. Microb Ecol 50: 589−601

Martens T, Gram L, Grossart HP, Kessler D and others (2007)
Bacteria of the Roseobacter clade show potential for
 secondary metabolite production. Microb Ecol 54: 31−42

McNab R, Ford SK, El-Sabaeny A, Barbieri B, Cook GS,
Lamont RJ (2003) LuxS-based signaling in Streptococcus
gordonii:  autoinducer 2 controls carbohydrate meta -

bolism and biofilm formation with Porphyromonas gingi-
valis. J Bacteriol 185: 274−284

Min KR, Rickard A (2009) Coaggregation by the freshwater
bacterium Sphingomonas natatoria alters dual-species
biofilm formation. Appl Environ Microbiol 75: 3987−3997

Molin S, Tolker-Nielsen T (2003) Gene transfer occurs with
enhanced efficiency in biofilms and induces enhanced
stabilisation of the biofilm structure. Curr Opin Biotech-
nol 14: 255−261

Mueller LN, De Brouwer JF, Almeida JS, Stal LJ, Xavier JB
(2006) Analysis of a marine phototrophic biofilm by con-
focal laser scanning microscopy using the new image
quantification software PHLIP. BMC Ecol 6: 1

Muyzer G, De Waal EC, Uitterlinden AG (1993) Profiling of
complex microbial populations by denaturing gradient
gel electrophoresis analysis of polymerase chain reac-
tion-amplified genes coding for 16S rRNA. Appl Environ
Microbiol 59: 695−700

O’Toole G, Kaplan HB, Kolter R (2000) Biofilm formation as
microbial development. Annu Rev Microbiol 54: 49−79

Palmer RJ Jr, Gordon SM, Cisar JO, Kolenbrander PE (2003)
Coaggregation-mediated interactions of streptococci and
actinomyces detected in initial human dental plaque.
J Bacteriol 185: 3400−3409

Parsek MR, Greenberg E (2005) Sociomicrobiology:  the con-
nections between quorum sensing and biofilms. Trends
Microbiol 13: 27−33

Peter H, Ylla I, Gudasz C, Roman’i AM, Sabater S, Tranvik
LJ (2011) Multifunctionality and diversity in bacterial
biofilms. PLoS ONE 6: e23225

Pitts B, Hamilton MA, Zelver N, Stewart PS (2003) A
microtiter-plate screening method for biofilm disinfec-
tion and removal. J Microbiol Methods 54: 269−276

Rao D, Webb JS, Kjelleberg S (2005) Competitive inter -
actions in mixed-species biofilms containing the marine
bacterium Pseudoalteromonas tunicata. Appl Environ
Microbiol 71: 1729−1736

Rendueles O, Ghigo JM (2012) Multi-species biofilms:  how
to avoid unfriendly neighbors. FEMS Microbiol Rev 36: 
972−989

Rickard AH, Gilbert P, High NJ, Kolenbrander PE, Handley
PS (2003) Bacterial coaggregation:  an integral process in
the development of multi-species biofilms. Trends
Microbiol 11: 94−100

Rickard AH, Palmer RJ Jr, Blehert DS, Campagna SR and
others (2006) Autoinducer 2:  a concentration-dependent
signal for mutualistic bacterial biofilm growth. Mol
Microbiol 60: 1446−1456

Saeed MO, Jamaluddin A, Tisan I, Lawrence D, Al-Amri M,
Chida K (2000) Biofouling in a seawater reverse osmosis
plant on the Red Sea coast, Saudi Arabia. Desalination
128: 177−190

Sharp KH, Distel D, Paul VJ (2012) Diversity and dynamics
of bacterial communities in early life stages of the Carib-
bean coral Porites astreoides. ISME J 6: 790−801

Simões LC, Simões M, Vieira MJ (2008) Intergeneric coag-
gregation among drinking water bacteria:  evidence of a
role for Acinetobacter calcoaceticus as a bridging bac-
terium. Appl Environ Microbiol 74: 1259−1263

Skillman LC, Sutherland IW, Jones MV (1998) The role of
exopolysaccharides in dual species biofilm development.
J Appl Microbiol 85: 13S−18S

Stoodley P, Sauer K, Davies D, Costerton J (2002) Biofilms as
complex differentiated communities. Annu Rev Micro-
biol 56: 187−209

166

http://dx.doi.org/10.1146/annurev.micro.56.012302.160705
http://dx.doi.org/10.1111/j.1365-2672.1998.tb05278.x
http://dx.doi.org/10.1128/AEM.01747-07
http://dx.doi.org/10.1038/ismej.2011.144
http://dx.doi.org/10.1016/S0011-9164(00)00032-1
http://dx.doi.org/10.1111/j.1365-2958.2006.05202.x
http://dx.doi.org/10.1016/S0966-842X(02)00034-3
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=22273363&dopt=Abstract
http://dx.doi.org/10.1128/AEM.71.4.1729-1736.2005
http://dx.doi.org/10.1016/S0167-7012(03)00034-4
http://dx.doi.org/10.1371/journal.pone.0023225
http://dx.doi.org/10.1016/j.tim.2004.11.007
http://dx.doi.org/10.1128/JB.185.11.3400-3409.2003
http://dx.doi.org/10.1146/annurev.micro.54.1.49
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=7683183&dopt=Abstract
http://dx.doi.org/10.1186/1472-6785-6-1
http://dx.doi.org/10.1016/S0958-1669(03)00036-3
http://dx.doi.org/10.1128/AEM.02843-08
http://dx.doi.org/10.1128/JB.185.1.274-284.2003
http://dx.doi.org/10.1007/s00248-006-9165-2
http://dx.doi.org/10.1007/s00248-005-5032-9
http://dx.doi.org/10.1093/nar/gkh293
http://dx.doi.org/10.1146/annurev.micro.030608.101423
http://dx.doi.org/10.1016/S0016-5107(98)70186-5
http://dx.doi.org/10.1111/j.1365-2958.2006.05099.x
http://dx.doi.org/10.1016/j.syapm.2011.01.003
http://dx.doi.org/10.1111/j.1462-2920.2011.02573.x
http://dx.doi.org/10.1111/j.1574-6968.2004.tb09643.x
http://dx.doi.org/10.1890/0012-9658(2001)082[0555%3ASCIBAS]2.0.CO%3B2
http://dx.doi.org/10.1007/s00248-004-0111-x
http://dx.doi.org/10.1080/08927014.2010.530347
http://dx.doi.org/10.1128/AAC.00573-10
http://dx.doi.org/10.1128/AEM.68.8.4111-4116.2002
http://dx.doi.org/10.1128/JB.00858-07
http://dx.doi.org/10.1016/S0894-1777(96)00140-9
http://dx.doi.org/10.1007/BF02394721
http://dx.doi.org/10.1038/sj.jim.7000318
http://dx.doi.org/10.1111/1574-6941.12122
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=22229800&dopt=Abstract
http://dx.doi.org/10.1128/AEM.01400-07


Kviatkovski & Minz: Marine biofilm initiation by Rhodobacteraceae

Suzuki N, Yoshida A, Nakano Y (2005) Quantitative analysis
of multi-species oral biofilms by TaqMan Real-Time
PCR. Clin Med Res 3: 176−185

Thole S, Kalhoefer D, Voget S, Berger M and others (2012)
Phaeobacter gallaeciensis genomes from globally oppo-
site locations reveal high similarity of adaptation to sur-
face life. ISME J 6: 2229−2244

Tong H, Chen W, Shi W, Qi F, Dong X (2008) SO-LAAO, a
novel L-amino acid oxidase that enables Streptococcus
oligofermentans to outcompete Streptococcus mutans
by generating H2O2 from peptone. J Bacteriol 190: 
4716−4721

Xu H, Liu Y (2011) D-Amino acid mitigated membrane bio-
fouling and promoted biofilm detachment. J Membr Sci
376: 266−274

Xu KD, Stewart PS, Xia F, Huang CT, McFeters GA (1998)
Spatial physiological heterogeneity in Pseudomonas
aeruginosa biofilm is determined by oxygen availability.
Appl Environ Microbiol 64: 4035−4039

Yamada M, Ikegami A, Kuramitsu HK (2005) Synergistic
biofilm formation by Treponema denticola and Por-
phyromonas gingivalis. FEMS Microbiol Lett 250: 
271−277

Yang L, Liu Y, Markussen T, Høiby N, Tolker-Nielsen T, Molin
S (2011) Pattern differentiation in co-culture biofilms
formed by Staphylococcus aureus and Pseudo monas
aeruginosa. FEMS Immunol Med Microbiol 62: 339−347

Zhang TC, Fu YC, Bishop PL (1995) Competition for sub-
strate and space in biofilms. Water Environ Res 67: 
992−1003

167

Editorial responsibility: Tom Battin, 
Vienna, Austria

Submitted: September 26, 2014; Accepted: April 8, 2015
Proofs received from author(s): June 9, 2015

➤

➤

➤

➤

➤

➤

➤

➤

http://dx.doi.org/10.2175/106143095X133220
http://dx.doi.org/10.1111/j.1574-695X.2011.00820.x
http://dx.doi.org/10.1016/j.femsle.2005.07.019
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=9758837&dopt=Abstract
http://dx.doi.org/10.1016/j.memsci.2011.04.030
http://dx.doi.org/10.1128/JB.00363-08
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=22717884&dopt=Abstract
http://dx.doi.org/10.3121/cmr.3.3.176

	cite10: 
	cite12: 
	cite14: 
	cite21: 
	cite23: 
	cite16: 
	cite30: 
	cite25: 
	cite32: 
	cite27: 
	cite4: 
	cite34: 
	cite36: 
	cite8: 
	cite38: 
	cite45: 
	cite61: 
	cite49: 
	cite63: 
	cite65: 
	cite72: 
	cite67: 
	cite74: 
	cite69: 
	cite76: 
	cite90: 
	cite78: 
	cite92: 
	cite85: 
	cite94: 
	cite87: 
	cite96: 
	cite89: 
	cite98: 
	cite13: 
	cite17: 
	cite40: 
	cite19: 
	cite28: 
	cite100: 
	cite6: 
	cite51: 
	cite101: 
	cite44: 
	cite53: 
	cite103: 
	cite104: 
	cite55: 
	cite105: 
	cite110: 
	cite71: 
	cite107: 
	cite80: 
	cite59: 
	cite82: 
	cite109: 
	cite84: 


