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INTRODUCTION

The sea surface microlayer (SML) is defined as the
less than 1 mm uppermost layer of the ocean water
column (Liss & Duce 1997), located at the boundary
interface between the atmosphere and the ocean.
Thus, the SML plays critical roles in global biogeo-
chemical cycles and climate change through the reg-
ulation of the air−sea exchange of atmospheric trace
gases and aerosol particles (Cunliffe et al. 2013). The
SML forms a physically and chemically distinct envi-
ronment compared to the subsurface water (SSW)

due to its proximity to the atmosphere, which makes
the SML an extreme marine environment (Zhang et
al. 1998, 2003). For example, the SML is subject to a
high magnitude of salinity change and is exposed to
high levels of ultraviolet and visible solar radiation.

Even under such a harsh environment, micro -
organisms exist in the SML. Conrad & Seiler (1988),
Frost (1999), and Upstill-Goddard et al. (2003) indi-
cated that microbial activity in the SML significantly
changes the air−sea gas transfer velocity of atmos-
pheric trace gases such as methane, carbon mo -
noxide, and nitrous oxide. Furthermore, functional
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gene analysis detected methane-oxidizing and car-
bon monoxide-dehydrogenating bacteria in the SML
(Cunliffe et al. 2008). Thus, microbial communities in
the SML are actively involved in the biogeochemical
cycling of both the atmosphere and the ocean (Cun-
liffe et al. 2011).

Previous studies reported significantly higher micro -
bial abundance in the SML than in the SSW of vari-
ous ocean areas (e.g. Obernosterer et al. 2005, 2008,
Joux et al. 2006, Nakajima et al. 2013) (Table 1). The
enrichment of microorganisms in the SML results
from higher microbial production in the SML relative
to the SSW and/or the upward transport of microor-
ganisms from the SSW to the SML through physical
processes such as the adsorption of microbial cells on
rising bubbles and buoyant particles (Liss & Duce
1997). In tropical coral reef waters, particularly high
enrichment of microorganisms in the SML was
observed, probably because gel-like coral mucus
 colonized by microorganisms ascended in the water
column and accumulated in the SML (Nakajima et
al. 2013).

Previous studies reported significant enrichment
of transparent exopolymer particles (TEPs) in the
SML (Wurl & Holmes 2008, Wurl et al. 2009), and
thus the SML is referred to as a gelatinous biofilm
(Cunliffe & Murrell 2009). TEPs are one of the most
ubiquitous gelatinous particles in the ocean and
operationally defined as particles of acidic polysac-
charides stainable with alcian blue solution (All-
dredge et al. 1993). In the water column, TEPs are
mainly formed abiotically by the spontaneous coag-
ulation of dissolved precursors released by phyto-
plankton (Myklestad 1995, Chin et al. 1998, Zhou et
al. 1998, Passow 2000). TEPs readily form aggre-
gates with solid particles including microbial cells
through passive adsorption to the sticky surface of
the TEPs (Alldredge et al. 1993, Passow & Alldredge
1994, Mari & Kiørboe 1996, Verdugo et al. 2004).
Azetsu-Scott & Passow (2004) experimentally de -
monstrated that TEP-based aggregates containing
pico- and micro-sized particles ascend in the water
column because of the low density of the TEPs.
These studies suggest that microbial abundance in
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Study sites TEP Chl a ANF Bacteria HNF References

North Atlantic Ocean (Block Island Sound−Azores) 1.2 Sieburth et al. (1976)
Palo Alto Salt Marsh, USA 1.7 Harvey & Young (1980)
Sequim Bay, USA 1.8 Hardy & Apts (1984)
East Coast of Isla Cedros, Mexico 1.0 1.4 Carlucci et al. (1986)
Sequim Bay, USA 0.5 Hardy & Apts (1989)
Stony Brook Harbor, USA 1.7 Kuznetsova & Lee (2001)
Coast of NW Mediterranean Sea, France and Spain 1.8 1.1 5.4 Agogué et al. (2004)
North Atlantic Ocean (Woods Hole−Sargasso Sea) 1.4 Kuznetsova et al. (2004)
Coast of NW Mediterranean Sea, France and Spain 2.0 Momzikoff et al. (2004)
Bay of Banyuls-sur-Mer, France 1.2 2.7 Obernosterer et al. (2005)
Bay of Banyuls-sur-Mer, France 1.3 3.7 1.1 3.7 Joux et al. (2006)
South Pacific Ocean (West of Marquise Islands) 1.2 1.2 1.0 1.8 Obernosterer et al. (2008)
Western Mediterranean Sea (Algerian basin) 1.1 Reinthaler et al. (2008)
Singapore Strait, Singapore 1.3 Wurl & Holmes (2008)
Santa Barbara Channel, USA 1.7 Wurl et al. (2009)
Coast of Southern Baltic Sea, Germany 2.1 Stolle et al. (2010)
North Pacific, offshore Hawaii, and Arctic Ocean (non-slick) 2.0 Wurl et al. (2011)
North Pacific, offshore Hawaii, and Arctic Ocean (slick) 10.5 Wurl et al. (2011)
West coast of Bidong Island, Malaysia 7.1 18.8 6.0 22.6 Nakajima et al. (2013)
Central Arctic Ocean (open sea) 1.1 1.0 Galgani et al. (2016)
North Pacific, South China Sea, and Baltic Sea (non-slick) 1.6 1.2 Wurl et al. (2016)
North Pacific, South China Sea, and Baltic Sea (slick) 12.5 2.8 Wurl et al. (2016)
Sagami Bay, Japana 1.4 1.5 2.9 1.6 4.0 Present study
Sagami Bay, Japanb 6.1 7.4 40.8 7.8 37.0 Present study
Sagami Bay, Japanc 3.0 3.9 4.6 6.9 4.7 Present study
aDuring the study period except in April 2014 and May 2015
bOnly in April 2014
cOnly in May 2015

Table 1. Comparative summary of the mean enrichment factors (the ratio of values in the surface microlayer to those in the
subsurface water) of transparent exopolymer particle (TEP) concentration and microbial abundance in various studies. Chl a:
chlorophyll a concentration; ANF: autotrophic nanoflagellate abundance; bacteria: bacterial abundance; HNF: heterotrophic 

nanoflagellate abundance
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the SML increases due to the upward
transport of the aggregates of TEPs
and microorganisms in the water col-
umn, and microbial abundance in
the SML may increase more because
of the high activity of TEP-attached
microorganisms (Simon et al. 2002).
Thus, the enrichment of microorgan-
isms in the SML may be enhanced
by that of TEPs. Recent studies ob -
served the biofilm-like properties of
the SML with excessive accumula-
tion of both TEPs and microorgan-
isms in natural slicks (visible wave-
damped areas at the sea surface
caused by the accumulation of sur-
face-active organic matter) (Wurl et
al. 2016).

In the water column, the peaks of
TEP concentration are generally asso-
ciated with phytoplankton blooms (Passow & All-
dredge 1994, Mari & Kiørboe 1996, Mari & Burd
1998, Passow et al. 2001). Thus, enrichment of TEPs
and microorganisms in the SML of temperate coastal
waters may vary temporally due to seasonality in
TEP concentration in the water column, and high
enrichment in the SML may be observed during
phytoplankton blooms. Previous studies have con-
ducted opportunistic samplings of the SML, but time-
series observation at the same sampling station is
required to understand the complex and dynamic
temporal interactions in the SML (Cunliffe et al.
2013). Therefore, the present study aimed to describe
seasonal variations in the enrichment of TEPs and
microorganisms in the SML of temperate coastal
waters.

MATERIALS AND METHODS

Study area and samplings

This study was conducted at Station M (Stn M,
120 m depth) in the temperate coastal waters of
Sagami Bay, Japan (Fig. 1); details are described in
Sugai et al. (2016). Surveys were carried out
monthly from September 2013 to September 2015
on the R/V ‘Tachibana’ of the Manazuru Marine
Center for Environmental Research and Education,
Yokohama National University. Surface seawater for
water temperature and salinity measurement was
collected using a bucket. Water temperature was
immediately measured with a mercury thermome-

ter, and salinity was measured in a laboratory
within 1 h with an inductive salinometer (induc-
tively coupled salino meter model 601 Mk IV; Yeo-
Kal Electronics).

SML samples were collected from the bow of the
research vessel (12 m long) on the leeward side,
using a mesh screen sampler to collect microorgan-
isms within a wide range of sizes and obtain a large
number of samples over a relatively short period
(Garrett 1965, Agogué et al. 2004, Momzikoff et al.
2004). Nylon mesh (mesh size: 1.25 mm; nylon diam-
eter: 0.43 mm) was stretched over a 60 × 80 cm plastic
frame. The screen was lowered vertically through
the ocean surface 1.5 to 2 m away from the research
vessel to minimize the disruption of the natural SML
near the hull, raised horizontally through the ocean
surface, and tilted to drain the SML sample into 2 l
polypropylene bottles. Approximately the first 100 ml
of seawater draining from the screen was discarded
to prevent the inclusion of seawater adhering to the
frame (Obernosterer et al. 2005). To collect a 2 l SML
sample, about 20 successive dips were conducted
within 1.5 h. The thickness of the collected SML was
calculated to be 380 ± 9 µm following Cunliffe & Wurl
(2014). SSW samples were collected at 0.5 m depth
using a horizontal Niskin bottle. Seawater samples
except for the analysis of TEPs were pre-filtered
through 180 µm nylon mesh to remove large plank-
ton and debris.

Wind velocity data were obtained from the Japan
Meteorological Agency (www.jma.go.jp/) at the Oda -
wara Office (35° 16’ 36” N, 139° 09’ 18” E), located less
than 15 km from our sampling station.
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Analytical methods

The analyses of inorganic nutrients, dissolved
organic carbon (DOC), chlorophyll a (chl a) concen-
tration, bacterial abundance, and the abundance of
autotrophic and heterotrophic nanoflagellates (ANFs
and HNFs) are described in detail in Sugai et al.
(2016). Briefly, inorganic nutrient samples were fil-
tered through 0.45 µm pore size filters. Nitrate (NO3)
and phosphate (PO4) concentrations were measured
according to Parsons et al. (1984). DOC samples were
filtered through 0.22 µm pore size filters. DOC con-
centration was measured by a high temperature Pt
catalyst oxidation method following Ogawa et al.
(2003). The detection limit of DOC concentration was
0.001 mgC l−1. Chl a samples were filtered onto
Whatman GF/F filters (GE Healthcare Life Sciences).
Chl a pigment was extracted with N,N-dimethylfor-
manide (Suzuki & Ishimaru 1990), and chl a concen-
tration was determined fluorometrically as described
by Welschmeyer (1994). Bacterial abundance sam-
ples were fixed with buffered and pre-filtered form-
aldehyde (2% final concentration). The fixed sam-
ples were stained according to Shibata et al. (2006)
and filtered onto 0.2 µm pore size filters. Bacterial
cells were counted using an epifluorescence micro-
scope (Axioskop 2 plus; Zeiss) at 1000× magnifica-
tion. ANF and HNF abundance samples were fixed
with glutaraldehyde (1% final concentration). The
fixed samples were filtered onto 0.8 µm pore size fil-
ters and stained following Sherr et al. (1993). ANF
and HNF cells were counted using the epifluores-
cence microscope.

Triplicate subsamples of 50 ml for the analysis of
chromophoric dissolved organic matter (CDOM)
were filtered through 0.22 µm pore size filters (Dura-
pore PVDF; Millipore) under dark conditions. Spec-
tral absorbance was measured using a single-beam
UV-visible spectrophotometer (UV-2450; Shimadzu)
with 10 cm pathlength quartz cells referenced
against Milli-Q water. Spectral scans were carried
out from 200 to 800 nm, and the baseline for each
spectrum was corrected for absorbance at 750 nm
(Blough & Del Vecchio 2002). The absorption coeffi-
cient of CDOM at wavelength λ (aCDOM[λ]) was deter-
mined, as described by:

aCDOM(λ)  =  2.303 D (λ) l−1

where D (λ) is the absorbance at wavelength λ and l
is the quartz cell pathlength (m).

TEP concentration was measured colorimetrically
by a dye-binding assay (Passow & Alldredge 1995,
Engel 2009). Triplicate subsamples of 40 to 100 ml

were filtered onto 0.4 µm pore size Nuclepore filters
(Track-Etched Membrane Black; GE Healthcare Life
Sciences) under low, constant vacuum (<20 kPa). The
filters were then stained with 500 µl of 0.02% (w/v)
alcian blue solution adjusted to a pH of 2.5. After
being rinsed twice with 1 ml of Milli-Q water, the fil-
ters were stored at −20°C until analysis. The filters
were soaked for 3 h in 6 ml of 80% (v/v) sulfuric acid
to dissolve dye prior to the spectrophotometrical
measurement of the absorbance of the sulfuric acid
solution at 787 nm. TEP concentration was expressed
in mg of an acidic polysaccharide, Xanthan Gum
(Sigma), equivalent per liter (mg Xeq. l−1). The detec-
tion limit of TEP concentration was 0.04 mg Xeq. l−1.

Triplicate subsamples of 100 to 400 ml for the
analysis of particulate organic carbon (POC) were fil-
tered onto pre-combusted (450°C; 4 h) Whatman
GF/F filters. The filters were then treated with HCl
fumes for 2 h to remove inorganic carbon, dried
at 60°C for 12 h, and stored in a desiccator until
analysis. POC concentration was determined using
an organic elemental analyzer (Flash 2000; Thermo
 Scientific).

Data analysis

Enrichment in the SML was expressed as the
enrichment factors (EFs), defined as the ratio of val-
ues in the SML to those in the SSW (Sieburth et al.
1976, Harvey & Young 1980). Wilcoxon signed-rank
test was applied to the monthly medians of each
parameter between the SML and SSW. Correlation
analysis was performed using Pearson’s correlation
coefficient. A probability of p < 0.05 was considered
significant in all statistical analyses.

RESULTS

Physical and meteorological parameters

Surface water temperature gradually decreased
from 26.1°C in September 2013 to 13.0°C in March
2014 and increased to 24.8°C in August 2014
(Fig. 2a). Afterward, surface water temperature
showed similar variation from August 2014 to Sep-
tember 2015. Surface salinity of >32.0 was observed
during the study period except in October 2013 (30.6)
and July 2015 (30.4) (Fig. 2b). Mean wind velocity
during sampling was <4.0 m s−1 throughout the study
period except in December 2014 (5.4 m s−1) and
March 2015 (7.3 m s−1) (Fig. 2c).
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Chemical and biological parameters in SML 
and SSW

NO3 concentration ranged from under the detec-
tion limit to 14.4 µM in the SML and from under the
detection limit to 13.2 µM in the SSW (Fig. 3a). Dur-
ing the study period, NO3 concentration in the SML
(median: 3.04 µM) was slightly but significantly
higher than in the SSW (median: 2.27 µM) (Wilcoxon
signed-rank test, p < 0.001). PO4 concentration fluc-
tuated between 0.02 and 0.74 µM in the SML and
between 0.02 and 0.69 µM in the SSW (Fig. 3b). Sig-
nificantly higher PO4 concentrations were observed
in the SML (median: 0.19 µM) than in the SSW
(median: 0.14 µM) (Wilcoxon signed-rank test, p <
0.01).

DOC concentrations were relatively high in April
2014 (6.60 mgC l−1), May 2014 (3.36 mgC l−1), and
May 2015 (6.29 mgC l−1) in the SML and in June 2014
(1.67 mgC l−1) and May 2015 (2.18 mgC l−1) in the

SSW (Fig. 3c). Significantly higher DOC concentra-
tions were observed in the SML (median: 1.20 mgC
l−1) than in the SSW (median: 1.11 mgC l−1) (Wilcoxon
signed-rank test, p < 0.001). aCDOM(320) showed re -
latively high values in April 2014 (2.04 m−1) and
May 2015 (2.67 m−1) in the SML and in May 2015
(1.50 m−1) in the SSW (Fig. 3d). aCDOM(320) in the
SML (median: 0.66 m−1) was significantly higher
compared to the SSW (median: 0.56 m−1) (Wilcoxon
signed-rank test, p < 0.001).
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TEP concentrations were relatively high in April
2014 and May 2015 in the SML (5.44 and 2.11 mg Xeq.

l−1, respectively) and SSW (0.89 and 0.71 mg Xeq. l−1,
respectively) (Fig. 4a). Significantly higher TEP
 concentrations were observed in the SML (median:
0.32 mg Xeq. l−1) than in the SSW (median: 0.26 mg
Xeq. l−1) (Wilcoxon signed-rank test, p < 0.001). POC
concentrations showed relatively high values in April
2014 (5.17 mgC l−1), May 2015 (1.98 mgC l−1), June
2015 (1.60 mgC l−1), and September 2015 (1.11 mgC
l−1) in the SML (Fig. 4b). POC concentration in the
SML (median: 0.50 mgC l−1) was significantly higher
than in the SSW (median: 0.27 mgC l−1) (Wilcoxon
signed-rank test, p < 0.001).

Chl a concentration was relatively high in April
2014 (129 µg l−1), May 2015 (31.4 µg l−1), and June
2015 (25.9 µg l−1) in the SML and in September 2013
(8.82 µg l−1), March 2014 (9.34 µg l−1), April 2014
(17.5 µg l−1), February 2015 (11.8 µg l−1), May 2015
(7.99 µg l−1), and September 2015 (10.5 µg l−1) in the
SSW (Fig. 4c). Significantly higher chl a concentra-
tion was observed in the SML (median: 3.67 µg l−1)
than in the SSW (median: 3.25 µg l−1) (Wilcoxon
signed-rank test, p < 0.05). ANF abundance showed
relatively high values in April 2014 (46.3 × 106 cells
l−1), May 2015 (25.5 × 106 cells l−1), June 2015 (17.4 ×
106 cells l−1), and September 2015 (21.0 × 106 cells l−1)
in the SML and in July 2014 (5.48 × 106 cells l−1), May
2015 (5.48 × 106 cells l−1), and September 2015 (8.51 ×
106 cells l−1) in the SSW (Fig. 4d). ANF abundance
in the SML (median: 4.33 × 106 cells l−1) was sig -
nificantly higher than in the SSW (median: 1.35 ×
106 cells l−1) (Wilcoxon signed-rank test, p < 0.001).

Bacterial abundance was relatively high in April
2014 (16.1 × 109 cells l−1), July 2014 (6.56 × 109 cells
l−1), May 2015 (10.4 × 109 cells l−1), and September
2015 (4.97 × 109 cells l−1) in the SML and in July 2014
(5.41× 109 cells l−1) in the SSW (Fig. 4e). Significantly
higher bacterial abundance was observed in the SML
(median: 2.52 × 109 cells l−1) than in the SSW
(median: 1.33 × 109 cells l−1) (Wilcoxon signed-rank
test, p < 0.001). HNF abundance showed relatively
high values in April 2014 (69.9 × 106 cells l−1), May
2015 (24.0 × 106 cells l−1), and September 2015 (21.6 ×
106 cells l−1) in the SML and in July 2014 (4.73 ×
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106 cells l−1), September 2014 (6.05 × 106 cells l−1),
May 2015 (5.10 × 106 cells l−1), and September 2015
(6.62 × 106 cells l−1) in the SSW (Fig. 4f). HNF abun-
dance in the SML (median: 6.50 × 106 cells l−1) was
significantly higher than in the SSW (median: 1.83 ×
106 cells l−1) (Wilcoxon signed-rank test, p < 0.001).

Relationships between parameters

Significant positive correlations were observed
between each chemical and biological parameter in
the SML and SSW during the study period except in
April 2014 and May 2015 (Table 2). In April 2014,
parameters except NO3 concentration showed higher
values in the SML than in the SSW. In May 2015, all
parameters in the SML were higher compared to the
SSW. Salinity did not show a significant relationship
with TEP concentrations in the SML or SSW during
the study period.

No significant relationship was observed between
wind velocity and the EFs of TEP concentration or
microbial abundance during the study period except
in April 2014 and May 2015. During that period, the
EF of TEP concentrations were significantly posi-
tively correlated with that of chl a concentration (r =
0.469, p < 0.05, n = 23; Fig. 5a). However, the EF of
TEP concentrations did not show significant relation-
ships with those of ANF abundance (p = 0.19;
Fig. 5b), bacterial abundance (p = 0.14; Fig. 5c), or
HNF abundance (p = 0.41; Fig. 5d).

DISCUSSION

Enrichment in SML except in April 2014 and 
May 2015

The mean EFs of TEP concentration and the abun-
dance of each microbial community during the study
period except in April 2014 and May 2015 were
within the ranges reported by previous studies except
Wurl et al. (2011, 2016), who collected slick samples
and Nakajima et al. (2013), who conducted their study
in tropical coral reef waters (Table 1). During the
study period, significant positive correlations were
observed between each parameter in the SML and
SSW (Table 2). The relationships show that the pa-
rameters in the SML varied seasonally similar to those
in the SSW. Furthermore, wind velocity did not show
a significant relationship with the EFs of TEP concen-
tration and microbial abundance during the study pe-
riod, although previous studies have indicated the re-
moval of particles from the SML due to deep mixing
and bubble bursting under strong wind conditions
(e.g. Obernosterer et al. 2008, Wurl et al. 2009).

Wetz et al. (2009) reported a significant positive
correlation between salinity and TEP concentration
in a river-dominated estuary, suggesting the role of
cation availability in TEP formation. However, salin-
ity showed no significant relationship with TEP con-
centrations in the SML or SSW during our study
period. Generally, high TEP concentrations were as -
sociated with a phytoplankton bloom in the ocean
water column, and the relationship between chl a
and TEP concentrations can be fitted to TEP =
a(chl a)b (Passow 2002). In the present study, the fol-
lowing regression formulae were obtained between
the parameters: TEP = 231(chl a)0.292 (r2 = 0.531, p <
0.001 n = 23) in the SML during the study period
except in April 2014 and May 2015, and TEP =
188(chl a)0.356 (r2 = 0.544, p < 0.001, n = 25) in the SSW
(Fig. 6). However, the value a in the SML (231) was
similar to that in the SSW (188). This indicates that
TEPs in the SML were mainly derived from the spon-
taneous coagulation of TEP precursors released by
phytoplankton in the SML, since the value a in the
SML should have been much higher if TEP concen-
tration increased through other processes, such as
the upward transport of TEPs from the SSW.

No significant relationship was observed between
the EFs of TEP concentration and ANF abundance,
bacterial abundance, or HNF abundance during the
study period except in April 2014 and May 2015
(Fig. 5b−d). Although the EF of TEP concentration
was significantly positively correlated with that of
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Parameter r n p

NO3 concentration 0.979 23 <0.001
PO4 concentration 0.982 23 <0.001
DOC concentration 0.443 23 <0.05
aCDOM(320) 0.846 23 <0.001
TEP concentration 0.556 23 <0.01
POC concentration 0.634 23 <0.01
Chl a concentration 0.439 23 <0.05
ANF abundance 0.837 23 <0.001
Bacterial abundance 0.919 23 <0.001
HNF abundance 0.799 23 <0.001

Table 2. Pearson’s correlation coefficients (r) of each  chemical
and biological parameter between the sea surface micro-
layer (SML) and subsurface water (SSW) during the study
period except in April 2014 and May 2015. n: number of data
points; NO3: nitrate; PO4: phosphate; DOC: dissolved organic
carbon; aCDOM(320): absorption coefficient of chromo phoric
dissolved organic matter at 320 nm; TEP: transparent exo -
polymer particle; POC: particulate organic carbon; chl a:
chlorophyll a; ANF: autotrophic nanoflagellate; HNF: 

heterotrophic nanoflagellate
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chl a concentration (Fig. 5a), this relationship likely
resulted from the extracellular release of TEP precur-
sors by phytoplankton (Myklestad 1995, Chin et al.
1998, Zhou et al. 1998, Passow 2000) because of the
significant relationship between TEP and chl a con-
centrations in the SML (Fig. 6). Therefore, the pres-
ent study indicates that the enrichment of microor-
ganisms in the SML is not enhanced by that of TEPs
in temperate coastal waters. Significant enrichment
of microorganisms in the SML may have been caused
by a combination of several processes, such as higher
microbial production in the SML due to significantly
enriched inorganic nutrients and dissolved organic
materials (Fig. 3), the adsorption of microorganisms
on rising bubbles, and high activity of TEP-attached
microorganisms (Simon et al. 2002).

Enrichment in SML in April 2014 and May 2015

TEPs and microorganisms were particularly en -
riched in the SML in April 2014 and May 2015, and
the EFs of the parameters except ANF and HNF
abundance in May 2015 were much higher than
those reported in previous studies except Wurl et al.
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(2011, 2016) and Nakajima et al. (2013) (Table 1).
These results indicate the formation of a unique SML
in temperate coastal waters during spring phyto-
plankton blooms.

Since TEP concentrations in the SML showed higher
values (5.44 and 2.11 mg Xeq. l−1, respectively) than in
the SSW (0.89 and 0.71 mg Xeq. l−1, respectively) in
April 2014 and May 2015 (Fig. 4a), enrichment of TEPs
in the SML during this period was probably due to
TEP production in the SML rather than the upward
transport of TEPs from the SSW. Interestingly, NO3

and PO4 concentrations high enough to relieve the
nutrient limitation of phytoplankton were detected in
the SML in April 2014 and May 2015 despite consider-
ably lower values in the SSW. These results suggest
that TEPs and microorganisms showed enrichment in
the SML in April 2014 and May 2015 due to phyto-
plankton blooms in the SML induced by the supply of
inorganic nutrients. Furthermore, particularly high
EFs of microbial abundance in April 2014 and May
2015 were possibly because the SML was not dis-
rupted by wind-induced wave mixing under the mod-
erate wind conditions (3.8 and 2.8 m s−1, respectively)
due to the enhanced viscosity of the SML caused by
accumulation of TEPs. The TEP-matrix may have pro-
vided a microhabitat favorable for the growth of
microorganisms in the extreme environment of the
SML, as indicated by Wurl et al. (2016). Otherwise,
Wurl et al. (2011) found a high EF of TEP concentra-
tion (2.8) under strong wind conditions (7.8 m s−1) only
when the concentration of TEP precursors in the SSW
was high. In April 2014 and May 2015, moderately
high wind velocity and DOC concentration in the SSW
(1.38 and 2.18 mgC l−1, respectively) were observed,
and wave-induced bubbles rising through the SSW
may have promoted TEP formation as suggested by
Mopper et al. (1995) and Zhou et al. (1998).

The EF of bacterial abundance in May 2015 (6.9) is
comparable to that in April 2014 (7.8), whereas the
EFs of ANF and HNF abundance were much lower in
May 2015 (4.6 and 4.7, respectively) than in April
2014 (40.8 and 37.0, respectively) (Table 1). A possi-
ble reason for this difference is sampling timing; ANF
and HNF abundance may have increased several
days after sampling occurred.

Enrichment of each microbial community in the SML

The EFs of each microbial community were largely
different (Table 1). During the study period except in
May 2015, the EFs of ANF and HNF abundance were
higher than those of chl a concentration and bacterial

abundance, as reported by previous studies (e.g.
Agogué et al. 2004, Obernosterer et al. 2005, Joux et
al. 2006, Nakajima et al. 2013). This may be because
ANFs and HNFs had adapted to the SML environ-
ment due to their higher resistance to intense UV
radiation (Buma et al. 2001, Wängberg et al. 2008).
Furthermore, Agogué et al. (2004) reported the
depletion of ciliates in the SML (EF = 0.63). Lower
abundance of their predators in the SML than in the
SSW is another potential reason, although ciliate
abundance was not measured in this study. On the
other hand, a lower EF of chl a concentration may
have resulted from a smaller amount of chl a per cell
in the SML (Richardson et al. 1983, Geider 1987)
and/or a negative effect on phytoplankton growth in
the SML (Daumas et al. 1976, Hardy & Apts 1984)
under more intense light conditions. Joux et al.
(2006) and Nakajima et al. (2013) pointed out higher
grazing pressure of HNFs on bacteria in the SML
than in the SSW. In the present study, the relative
abundance of bacteria compared to HNFs in the SML
(median: 281) was significantly lower than in the
SSW (median: 735) (Wilcoxon signed-rank test, p <
0.001), which indicates that the lower EF of bacterial
abundance was caused by strong top-down control
on bacteria by HNFs. These results show different
microbial food web structure in the SML and SSW.

CONCLUSIONS

This study reported annual monthly variations in
TEP concentration and microbial abundance in the
SML and SSW of Sagami Bay, Japan for 2 consecu-
tive years, to describe the seasonal variations in the
enrichment of TEPs and microorganisms in the SML
of temperate coastal waters. Relationships between
the EFs of TEP concentrations and microbial abun-
dance indicate that the enrichment of microorgan-
isms in the SML is not enhanced by that of TEPs. Par-
ticularly high EFs of TEP concentration and microbial
abundance in spring indicate the formation of a
unique SML of temperate coastal waters during
spring phytoplankton blooms. Future studies should
investigate bacterial activity and community struc-
ture in the SML to better understand the role of
microorganisms in the SML in the air−sea exchange
of atmospheric trace gases and aerosol particles.

Acknowledgements. We express our gratitude to Prof. T.
Kikuchi (Yokohama National University) for his support with
the field investigation. This research was partly supported
by a Grant-in-Aid for Scientific Research (No. 15K21449)
from the Japan Society for the Promotion of Science.

209



Aquat Microb Ecol 81: 201–211, 2018210

LITERATURE CITED

Agogué H, Casamayor EO, Joux F, Obernosterer I and oth-
ers (2004) Comparison of samplers for the biological
characterization of the sea surface microlayer. Limnol
Oceanogr Methods 2: 213−225

Alldredge AL, Passow U, Logan BE (1993) The abundance
and significance of a class of large, transparent organic
particles in the ocean. Deep-Sea Res I 40: 1131−1140

Azetsu-Scott K, Passow U (2004) Ascending marine parti-
cles:  significance of transparent exopolymer particles
(TEP) in the upper ocean. Limnol Oceanogr 49: 741−748

Blough NV, Del Vecchio R (2002) Chromophoric DOM in the
coastal environment. In:  Hansell D, Carlson C (eds)
 Biogeochemistry of marine dissolved organic matter.
Academic Press, London, p 509−546

Buma AGJ, Helbing EW, de Boer MK, Villafañe VE (2001)
Patterns of DNA damage and photoinhibition in tem-
perate South-Atlantic picophytoplankton exposed to
solar ultraviolet radiation. J Photochem Photobiol B 62: 
9−18

Carlucci AF, Craven DB, Robertson KJ, Williams PM (1986)
Surface-film microbial populations:  diel amino acid
metabolism, carbon utilization, and growth rates. Mar
Biol 92: 289−297

Chin WC, Orellana MV, Verdugo P (1998) Spontaneous
assembly of marine dissolved organic matter into poly-
mer gels. Nature 391: 568−572

Conrad R, Seiler W (1988) Influence of the surface micro-
layer on the flux of nonconservative trace gases (CO,
H2, CH4, N2O) across the ocean-atmosphere interface.
J Atmos Chem 6: 83−94

Cunliffe M, Murrell JC (2009) The sea-surface microlayer is
a gelatinous biofilm. ISME J 3: 1001−1003

Cunliffe M, Wurl O (eds) (2014) Guide to best practices to
study the ocean’s surface. Occasional Publication of the
Marine Biological Association of the United Kingdom,
Plymouth

Cunliffe M, Schafer H, Harrison E, Cleave S, Upstill-God-
dard RC, Murrell JC (2008) Phylogenetic and functional
gene analysis of the bacterial and archaeal communities
associated with the surface microlayer of an estuary.
ISME J 2: 776−789

Cunliffe M, Upstill-Goddard RC, Murrell JC (2011) Micro -
biology of aquatic surface microlayers. FEMS Microbiol
Rev 35: 233−246

Cunliffe M, Engel A, Frka S, Gašparovi B and others (2013)
Sea surface microlayers:  a unified physicochemical and
biological perspective of the air-ocean interface. Prog
Oceanogr 109: 104−116

Daumas RA, Laborde PL, Marty JC, Saliot A (1976) Influ-
ence of sampling method on the chemical composition of
water surface film. Limnol Oceanogr 21: 319−326

Engel A (2009) Determination of marine gel particles. In: 
Wurl O (ed) Practical guidelines for the analysis of sea-
water. CRC Press, Boca Raton, FL, p 125−142

Frost T (1999) Environmental control of air-water gas
exchange. PhD dissertation, Newcastle University,
 Newcastle upon Tyne

Galgani L, Piontek J, Engel A (2016) Biopolymers form a
gelatinous microlayer at the air-sea interface when
 Arctic sea ice melts. Sci Rep 6: 29465

Garrett WD (1965) Collection of slick-forming materials
from the sea surface. Limnol Oceanogr 10: 602−605

Geider RJ (1987) Light and temperature dependence of the

carbon to chlorophyll a ratio in microalgae and cyano-
bacteria:  implications for physiology and growth of
phytoplankton. New Phytol 106: 1−34

Hardy JT, Apts CW (1984) The sea-surface microlayer: 
 phytoneuston productivity and effects of atmospheric
particulate matter. Mar Biol 82: 293−300

Hardy JT, Apts CW (1989) Photosynthetic carbon reduction: 
high rates in the sea surface microlayer. Mar Biol 101: 
411−417

Harvey RW, Young LY (1980) Enrichment and association of
bacteria and particulates in salt marsh surface water.
Appl Environ Microbiol 39: 894−899

Joux F, Agogué H, Obernosterer I, Dupuy C, Reinthaler T,
Herndl GJ, Lebaron P (2006) Microbial community struc-
ture in the sea surface microlayer at two contrasting
coastal sites in the northwestern Mediterranean Sea.
Aquat Microb Ecol 42: 91−104

Kuznetsova M, Lee C (2001) Enhanced extracellular enzy-
matic peptide hydrolysis in the sea-surface microlayer.
Mar Chem 73: 319−332

Kuznetsova M, Lee C, Aller J, Frew N (2004) Enrichment of
amino acids in the sea surface microlayer at coastal and
open ocean sites in the North Atlantic Ocean. Limnol
Oceanogr 49: 1605−1619

Liss PS, Duce RA (1997) The sea surface and global change.
Cambridge University Press, Cambridge

Mari X, Burd A (1998) Seasonal size spectra of transparent
exopolymeric particles (TEP) in a coastal sea and com-
parison with those predicted using coagulation theory.
Mar Ecol Prog Ser 163: 63−76

Mari X, Kiørboe T (1996) Abundance, size distribution
and bacterial colonization of transparent exopolymer
particles (TEP) in the Kattegat. J Plankton Res 18: 
969−986

Momzikoff A, Brinis A, Dallot S, Gondry G, Saliot A,
Lebaron P (2004) Field study of the chemical characteri-
zation of the upper ocean surface using various samplers.
Limnol Oceanogr Methods 2: 374−386

Mopper K, Zhou J, Ramana KS, Passow U, Dam UG, Dra-
peau DT (1995) Role of surface-active carbohydrates in
the flocculation of a diatom bloom in a mesocosm. Deep-
Sea Res II 42: 47−73

Myklestad SM (1995) Release of extracellular products by
phytoplankton with special emphasis on polysaccha-
rides. Sci Total Environ 165: 155−164

Nakajima R, Tsuchiya K, Nakatomi N, Yoshida T and others
(2013) Enrichment of microbial abundance in the sea-
surface microlayer over a coral reef:  implications for bio-
geochemical cycles in reef ecosystems. Mar Ecol Prog
Ser 490: 11−22

Obernosterer I, Catala P, Reinthaler T, Herndl GJ, Lebaron
P (2005) Enhanced heterotrophic activity in the surface
microlayer of the Mediterranean Sea. Aquat Microb Ecol
39: 293−302

Obernosterer I, Catala P, Lami R, Caparros J and others
(2008) Biochemical characteristics and bacterial commu-
nity structure of the sea surface microlayer in the South
Pacific Ocean. Biogeosciences 5: 693−705

Ogawa H, Usui T, Koike I (2003) Distribution of dissolved
organic carbon in the East China Sea. Deep-Sea Res II
50: 353−366

Parsons TR, Maita Y, Lalli CM (1984) A manual of chemical
and biological methods for seawater analysis. Pergamon
Press, Oxford

Passow U (2000) Formation of transparent exopolymer parti-

https://doi.org/10.4319/lom.2004.2.213
https://doi.org/10.1016/0967-0637(93)90129-Q
https://doi.org/10.4319/lo.2004.49.3.0741
https://doi.org/10.1016/S1011-1344(01)00156-7
https://doi.org/10.1007/BF00392847
https://doi.org/10.1038/35345
https://doi.org/10.1007/BF00048333
https://doi.org/10.1038/ismej.2009.69
https://doi.org/10.1038/ismej.2008.28
https://doi.org/10.1111/j.1574-6976.2010.00246.x
https://doi.org/10.1016/j.pocean.2012.08.004
https://doi.org/10.4319/lo.1976.21.2.0319
https://doi.org/10.1038/srep29465
https://doi.org/10.4319/lo.1965.10.4.0602
https://doi.org/10.1111/j.1469-8137.1987.tb04788.x
https://doi.org/10.3354/meps192001
https://doi.org/10.1016/S0967-0645(02)00459-9
https://doi.org/10.5194/bg-5-693-2008
https://doi.org/10.3354/ame039293
https://doi.org/10.3354/meps10481
https://doi.org/10.1016/0048-9697(95)04549-G
https://doi.org/10.1016/0967-0645(95)00004-A
https://doi.org/10.4319/lom.2004.2.374
https://doi.org/10.1093/plankt/18.6.969
https://doi.org/10.3354/meps163063
https://doi.org/10.4319/lo.2004.49.5.1605
https://doi.org/10.1016/S0304-4203(00)00116-X
https://doi.org/10.3354/ame042091
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=16345554&dopt=Abstract
https://doi.org/10.1007/BF00428138
https://doi.org/10.1007/BF00392409


Sugai et al.: Microorganisms and TEPs in the sea surface microlayer 211

cles, TEP, from dissolved precursor material. Mar Ecol
Prog Ser 192: 1−11

Passow U (2002) Transparent exopolymer particles (TEP) in
aquatic environments. Prog Oceanogr 55: 287−333

Passow U, Alldredge AL (1994) Distribution, size and bacte-
rial colonization of transparent exopolymer particles
(TEP) in the ocean. Mar Ecol Prog Ser 113: 185−198

Passow U, Alldredge AL (1995) A dye-binding assay for
the spectrophotometric measurement of transparent
exopolymer particles (TEP). Limnol Oceanogr 40: 
1326−1335

Passow U, Shipe RF, Murray A, Pak DK, Brzezinski MA, All-
dredge AL (2001) Origin of transparent exopolymer par-
ticles (TEP) and their role in the sedimentation of partic-
ulate matter. Cont Shelf Res 21: 327−346

Reinthaler T, Sintes E, Herndl GJ (2008) Dissolved organic
matter and bacterial production and respiration in the
sea-surface microlayer of the open Atlantic and the west-
ern Mediterranean Sea. Limnol Oceanogr 53: 122−136

Richardson K, Beardall J, Raven JA (1983) Adaptation of
unicellular algae to irradiance:  an analysis of strategies.
New Phytol 93: 157−191

Sherr EB, Caron DA, Sherr BF (1993) Staining of hetero -
trophic protists for visualization via epifluorescence
microscopy. In:  Kemp PF, Sherr BF, Sherr EB, Cole JJ
(eds) Handbook of methods in aquatic microbial ecology.
Lewis Publishers, London, p 213−228

Shibata A, Goto Y, Saito H, Kikuchi T, Toda T, Taguchi S
(2006) Comparison of SYBR Green I and SYBR Gold
stains for enumerating bacteria and viruses by epifluo-
rescence microscopy. Appl Environ Microbiol 43: 
221−231

Sieburth JM, Willis PJ, Johnson KM, Burney CM and others
(1976) Dissolved organic matter and heterotrophic
micro-neuston in the surface microlayers of the North
Atlantic. Science 194: 1415−1418

Simon M, Grossart HP, Schweitzer B, Ploug H (2002) Micro-
bial ecology of organic aggregates in aquatic ecosys-
tems. Aquat Microb Ecol 28: 175−211

Stolle C, Nagel K, Labrenz M, Jürgens K (2010) Succession
of the sea-surface microlayer in the coastal Baltic sea
under natural and experimentally induced low-wind
conditions. Biogeosciences 7: 2975−2988

Sugai Y, Tsuchiya K, Kuwahara VS, Shimode S, Komatsu K,
Imai A, Toda T (2016) Bacterial growth rate and the rela-
tive abundance of bacteria to heterotrophic nanoflagel-
lates in the euphotic and disphotic layers in temperate

coastal waters of Sagami Bay, Japan. J Oceanogr 72: 
577−587

Suzuki R, Ishimaru T (1990) An improved method for the
determination of phytoplankton chlorophyll using N,N-
dimethylformamide. J Oceanogr 46: 190−194

Upstill-Goddard RC, Frost T, Henry GR, Franklin M, Murrell
JC, Owens NJP (2003) Bacterioneuston control of air-
water methane exchange determined with a laboratory
gas exchange tank. Global Biogeochem Cycles 17: 1108

Verdugo P, Alldredge AL, Azam F, Kirchman DL, Passow U,
Santschi PH (2004) The oceanic gel phase:  a bridge in
the DOM-POM continuum. Mar Chem 92: 67−85

Wängberg SÅ, Andreasson KIM, Gustavson K, Reinthaler T,
Henriksen P (2008) UV-B effects on microplankton com-
munities in Kongsfjord, Svalbard − a mesocosm experi-
ment. J Exp Mar Biol Ecol 365: 156−163

Welschmeyer NA (1994) Fluorometric analysis of chloro-
phyll a in the presence of chlorophyll b and pheopig-
ments. Limnol Oceanogr 39: 1985−1992

Wetz MS, Robbins MC, Paerl HW (2009) Transparent
exopolymer particles (TEP) in a river-dominated estuary: 
spatial-temporal distributions and an assessment of con-
trols upon TEP formation. Estuaries Coasts 32: 447−455

Wurl O, Holmes M (2008) The gelatinous nature of the sea-
surface microlayer. Mar Chem 110: 89−97

Wurl O, Miller L, Röttgers R, Vagle S (2009) The distribution
and fate of surface-active substances in the sea-surface
microlayer and water column. Mar Chem 115: 1−9

Wurl O, Miller L, Vagle S (2011) Production and fate of
transparent exopolymer particles in the ocean. J Geo-
phys Res 116: C00H13

Wurl O, Stolle C, Van Thuoc C, Thu PT, Mari X (2016) Bio-
film-like properties of the sea surface and predicted
effects on air−sea CO2 exchange. Prog Oceanogr 144: 
15−24

Zhang ZB, Liu LS, Wu ZJ, Li J, Ding HB (1998) Physico-
chemical studies of the sea surface microlayer:  I. Thick-
ness of the sea surface microlayer and its experimental
determination. J Colloid Interface Sci 204: 294−299

Zhang ZB, Liu LS, Liu C, Cai W (2003) Studies on the sea
surface microlayer:  II. The layer of sudden change of
physical and chemical properties. J Colloid Interface Sci
264: 148−159

Zhou J, Mopper K, Passow U (1998) The role of surface-
active carbohydrates in the formation of transparent
exopolymer particles by bubble adsorption of seawater.
Limnol Oceanogr 43: 1860−1871

Editorial responsibility: Craig Carlson, 
Santa Barbara, California, USA

Submitted: June 21, 2017; Accepted: January 24, 2018
Proofs received from author(s): April 2, 2018

https://doi.org/10.1016/S0079-6611(02)00138-6
https://doi.org/10.3354/meps113185
https://doi.org/10.4319/lo.1995.40.7.1326
https://doi.org/10.1016/S0278-4343(00)00101-1
https://doi.org/10.4319/lo.2008.53.1.0122
https://doi.org/10.1111/j.1469-8137.1983.tb03422.x
https://doi.org/10.1126/science.194.4272.1415
https://doi.org/10.3354/ame028175
https://doi.org/10.5194/bg-7-2975-2010
https://doi.org/10.1007/s10872-016-0352-6
https://doi.org/10.4319/lo.1998.43.8.1860
https://doi.org/10.1016/S0021-9797(03)00390-4
https://doi.org/10.1006/jcis.1998.5538
https://doi.org/10.1016/j.pocean.2016.03.002
https://doi.org/10.1029/2011JC007342
https://doi.org/10.1016/j.marchem.2009.04.007
https://doi.org/10.1016/j.marchem.2008.02.009
https://doi.org/10.1007/s12237-009-9143-2
https://doi.org/10.4319/lo.1994.39.8.1985
https://doi.org/10.1016/j.jembe.2008.08.010
https://doi.org/10.1016/j.marchem.2004.06.017



