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Table S1. Representative sequences for each OTU, associated GenBank accession numbers, and taxonomic classifications with bootstrap values (in parentheses), generated in 
mothur using 14956 reference sequences from the SILVA data base

Treatment Accession
number

Sequence name SILVA taxonomy classification

Control JF695047 BF8FCONT18Fa04.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Cellvibrio(100);unclassified;

Control JF695049 BF8FCONT18Fa12.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Methylocystaceae(100);uncultured(100);unclassified;

Control JF695054 BF8FCONT18Fc01.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);Isosphaera(50);unclassified;

Control JF695056 BF8FCONT18Fc04.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Xanthomonadales(100);Xanthomonadaceae(100);uncultured(64);unclassified;

Control JF695057 BF8FCONT18Fc06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Ideonella(54);unclassified;

Control JF695062 BF8FCONT18Fd03.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);Planctomyces(100);unclassified;

Control JF695063 BF8FCONT18Fd05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rubrivivax(69);unclassified;

Control JF695064 BF8FCONT18Fd06.b1 Bacteria(100);Proteobacteria(100);Deltaproteobacteria(100);Myxococcales(100);Sorangiineae(92);uncultured(24);unclassified;

Control JF695071 BF8FCONT18Fe06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rubrivivax(86);unclassified;

Control JF695072 BF8FCONT18Fe10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);uncultured(93);unclassified;

Control JF695073 BF8FCONT18Fe11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Aquabacterium(100);unclassified;

Control JF695075 BF8FCONT18Ff03.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);DEV007(100);unclassified;

Control JF695077 BF8FCONT18Ff05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Methylophilales(100);Methylophilaceae(100);Methylophilus(98);unclassified;

Control JF695080 BF8FCONT18Ff09.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);Pirellula(99);unclassified;
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Control JF695084 BF8FCONT18Fg03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(97);unclassified;

Control JF695086 BF8FCONT18Fg06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cyclobacteriaceae(100);Aquiflexum(97);unclassified;

Control JF695087 BF8FCONT18Fg12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(71);Flexibacter(48);unclassified;

Control JF695088 BF8FCONT18Fh02.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

Control JF695091 BF8FCONT18Fh07.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);uncultured(100);unclassified;

Control JF695092 BF8FCONT18Fh08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

Control JF695100 BF8FCONT28Fa08.b1 Bacteria(100);Bacteroidetes(99);Sphingobacteria(89);Sphingobacteriales(89);Saprospiraceae(72);Haliscomenobacter(56);unclassified;

Control JF695104 BF8FCONT28Fb04.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(95);unclassified;

Control JF695106 BF8FCONT28Fb06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(98);Rhodospirillales(51);MNH4(37);unclassified;

Control JF695108 BF8FCONT28Fb12.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(99);Nordella(70);unclassified;

Control JF695109 BF8FCONT28Fc01.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);DEV007(100);unclassified;

Control JF695110 BF8FCONT28Fc06.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Cryomorphaceae(100);Crocinitomix(100);unclassified;

Control JF695113 BF8FCONT28Fd02.b1 Bacteria(100);Candidate_division_OP10(100);unclassified;

Control JF695115 BF8FCONT28Fd05.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(97);Planctomycetales(97);Planctomycetaceae(97);Schlesneria(40);unclassified;

Control JF695116 BF8FCONT28Fd06.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);Pirellula(100);unclassified;

Control JF695117 BF8FCONT28Fd08.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(98);unclassified;

Control JF695121 BF8FCONT28Fe04.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

Control JF695125 BF8FCONT28Fe10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(99);Emticicia(99);unclassified;

Control JF695129 BF8FCONT28Ff08.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);GOBB3-C201(100);unclassified;

Control JF695131 BF8FCONT28Fg01.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(99);unclassified;

Control JF695133 BF8FCONT28Fg04.b1 Bacteria(100);Acidobacteria(98);Acidobacteria(96);Acidobacteriales(96);Acidobacteriaceae(96);uncultured(96);unclassified;

Control JF695134 BF8FCONT28Fg05.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);uncultured(80);unclassified;

Control JF695135 BF8FCONT28Fg06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(53);Comamonadaceae(47);Schlegelella(42);unclassified;

Control JF695136 BF8FCONT28Fg08.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Hyphomicrobiaceae(100);Devosia(100);unclassified;

Control JF695139 BF8FCONT28Fh03.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);Termite_planctomycete_cluster(38);unclassified;

Control JF695142 BF8FCONT38Fa04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);TRA3-20(100);unclassified;

Control JF695143 BF8FCONT38Fa06.b1 Bacteria(100);Deinococcus-Thermus(80);Deinococcales(61);Trueperaceae(51);Truepera(51);unclassified;

Control JF695146 BF8FCONT38Fa10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rubrivivax(58);unclassified;

Control JF695148 BF8FCONT38Fa12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

Control JF695149 BF8FCONT38Fb01.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rickettsiales(81);SM2D12(81);unclassified;

Control JF695151 BF8FCONT38Fb04.b1 Bacteria(100);Candidate_division_OP10(86);unclassified;

Control JF695156 BF8FCONT38Fc03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(100);unclassified;

Control JF695158 BF8FCONT38Fc05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Ideonella(74);unclassified;

Control JF695161 BF8FCONT38Fc08.b1 Bacteria(100);Acidobacteria(99);Acidobacteria(97);Acidobacteriales(97);Acidobacteriaceae(97);uncultured(97);unclassified;

Control JF695163 BF8FCONT38Fd02.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

Control JF695164 BF8FCONT38Fd03.b1 Bacteria(100);Verrucomicrobia(100);Spartobacteria(100);uncultured(63);unclassified;

Control JF695167 BF8FCONT38Fd06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(74);Flectobacillus(34);unclassified;

Control JF695170 BF8FCONT38Fd09.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(66);Sphingobacteriales(66);KD3-93(61);unclassified;
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Control JF695172 BF8FCONT38Fd11.b1 Bacteria(100);Deinococcus-Thermus(82);Deinococcales(68);Trueperaceae(57);Truepera(57);unclassified;

Control JF695175 BF8FCONT38Fe02.b1 Bacteria(100);Verrucomicrobia(100);Opitutae(100);Opitutales(100);Opitutaceae(100);Opitutus(100);unclassified;

Control JF695177 BF8FCONT38Fe04.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(98);Beijerinckiaceae(59);uncultured(39);unclassified;

Control JF695183 BF8FCONT38Ff04.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(88);unclassified;

Control JF695185 BF8FCONT38Ff07.b1 Bacteria(100);Proteobacteria(99);Alphaproteobacteria(96);DB1-14(89);unclassified;

Control JF695187 BF8FCONT38Ff09.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(87);Verrucomicrobiales(87);Verrucomicrobiaceae(70);Roseibacillus(65);unclassified;

Control JF695193 BF8FCONT38Fg08.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(91);unclassified;

Control JF695194 BF8FCONT38Fh02.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

Control JF695199 BF8FCONT38Fh10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Burkholderiaceae(100);Polynucleobacter(100);unclassified;

Control JF695201 BF8FCONT38Fh12.b1 Bacteria(100);Proteobacteria(56);Epsilonproteobacteria(35);Nautiliales(28);Nautiliaceae(28);Lebetimonas(28);unclassified;

Control JF695929 BFM13CONT1FRa10.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Luteolibacter(79);unclassified;

Control JF695930 BFM13CONT1FRa11.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Hyphomicrobiaceae(100);Devosia(100);unclassified;

Control JF695931 BFM13CONT1FRb03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(69);unclassified;

Control JF695935 BFM13CONT1FRb12.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

Control JF695939 BFM13CONT1FRc04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Nitrosomonadales(93);Nitrosomonadaceae(93);uncultured(93);unclassified;

Control JF695940 BFM13CONT1FRc06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Saprospiraceae(100);uncultured(98);unclassified;

Control JF695944 BFM13CONT1FRc12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Saprospiraceae(100);Haliscomenobacter(100);unclassified;

Control JF695945 BFM13CONT1FRd05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(66);Alcaligenaceae(37);uncultured(33);unclassified;

Control JF695946 BFM13CONT1FRd06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(93);Sphingobacteriales(93);Saprospiraceae(87);Saprospira(43);unclassified;

Control JF695948 BFM13CONT1FRe02.b1 Bacteria(100);Actinobacteria(100);Actinobacteria(100);Acidimicrobidae(98);Acidimicrobiales(98);Acidimicrobineae(98);uncultured(81);unclassified;

Control JF695950 BFM13CONT1FRf02.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(90);Verrucomicrobiales(90);Verrucomicrobiaceae(88);Prosthecobacter(87);unclassified;

Control JF695953 BFM13CONT1FRf08.b1 Bacteria(100);Proteobacteria(100);Deltaproteobacteria(100);Bdellovibrionales(100);Bacteriovoraceae(100);Bacteriovorax(100);unclassified;

Control JF695955 BFM13CONT1FRf11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(98);Sphingobacteriales(98);Cyclobacteriaceae(25);uncultured(23);unclassified;

Control JF695956 BFM13CONT1FRg06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Seohaeicola(67);unclassified;

Control JF695960 BFM13CONT1FRh01.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);GOBB3-C201(100);unclassified;

Control JF695961 BFM13CONT1FRh07.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(65);Phyllobacteriaceae(39);Hoeflea(35);unclassified;

Control JF695962 BFM13CONT1FRh09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(100);unclassified;

Control JF695963 BFM13CONT1RFa05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Methylophilales(100);Methylophilaceae(100);uncultured(59);unclassified;

Control JF695964 BFM13CONT1RFa06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Caulobacterales(100);Hyphomonadaceae(100);Hyphomonas(100);Hyphomonas(100);unclassified;

Control JF695967 BFM13CONT1RFb02.b1 Bacteria(100);Candidate_division_OP10(83);unclassified;

Control JF695968 BFM13CONT1RFb04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(100);unclassified;

Control JF695969 BFM13CONT1RFb05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Pelomonas(100);unclassified;

Control JF695971 BFM13CONT1RFb10.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(99);Chromatiaceae(99);Rheinheimera(99);unclassified;

Control JF695973 BFM13CONT1RFd02.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(91);Sphingobacteriales(91);PHOS-HE51(46);unclassified;

Control JF695978 BFM13CONT1RFe07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(95);Sphingobacteriales(95);Cytophagaceae(71);Emticicia(55);unclassified;

Control JF695981 BFM13CONT1RFe11.b1 Bacteria(100);Proteobacteria(82);Deltaproteobacteria(79);Desulfobacterales(26);Desulfobacteraceae(26);Desulforegula(24);unclassified;

Control JF695982 BFM13CONT1RFf01.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);uncultured(67);unclassified;

Control JF695983 BFM13CONT1RFf04.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(97);Sphingobacteriales(97);SB-5(58);unclassified;
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Control JF695984 BFM13CONT1RFf06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(26);unclassified;

Control JF695985 BFM13CONT1RFf07.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Pseudomonas(99);unclassified;

Control JF695988 BFM13CONT1RFg01.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);uncultured(78);unclassified;

Control JF695990 BFM13CONT1RFg03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(96);Methylibium(65);unclassified;

Control JF695992 BFM13CONT1RFg07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(96);Sphingobacteriales(96);Cytophagaceae(80);Emticicia(65);unclassified;

Control JF695994 BFM13CONT1RFh02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(70);unclassified;

Control JF695995 BFM13CONT1RFh03.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

Control JF695996 BFM13CONT1RFh05.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rickettsiales(87);SM2D12(87);unclassified;

Control JF695997 BFM13CONT1RFh06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Novosphingobium(100);unclassified;

Control JF695999 BFM13CONT1RFh12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);uncultured(96);unclassified;

Control JF696000 BFM13CONT2FRa02.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);Pirellula(100);unclassified;

Control JF696003 BFM13CONT2FRb04.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(96);Sphingobacteriales(96);Saprospiraceae(90);Saprospira(58);unclassified;

Control JF696007 BFM13CONT2FRc04.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(87);NKB5(65);unclassified;

Control JF696009 BFM13CONT2FRc06.b1 Bacteria(100);Planctomycetes(100);Planctomycetacia(100);Planctomycetales(100);Planctomycetaceae(100);uncultured(85);unclassified;

Control JF696010 BFM13CONT2FRc10.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Erythrobacteraceae(74);Porphyrobacter(44);unclassified;

Control JF696011 BFM13CONT2FRd01.b1 Bacteria(100);Proteobacteria(100);Deltaproteobacteria(100);Bdellovibrionales(100);Bdellovibrionaceae(100);Bdellovibrio(100);unclassified;

Control JF696012 BFM13CONT2FRd03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(65);Sphingomonas(65);Sphingomonadaceae(48);
Sphingomonas(48);unclassified;

Control JF696014 BFM13CONT2FRd10.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

Control JF696015 BFM13CONT2FRe05.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Haloferula(100);unclassified;

Control JF696017 BFM13CONT2FRe08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(100);unclassified;

Control JF696018 BFM13CONT2FRe10.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(70);Beijerinckiaceae(37);uncultured(29);unclassified;

Control JF696019 BFM13CONT2FRe12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(96);Flexibacter(93);unclassified;

Control JF696022 BFM13CONT2FRf07.b1 Bacteria(100);Cyanobacteria(100);Chloroplast(100);unclassified;

Control JF696024 BFM13CONT2FRg03.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

Control JF696025 BFM13CONT2FRg07.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Xanthomonadales(100);Xanthomonadaceae(100);Thermomonas(100);unclassified;

Control JF696026 BFM13CONT2FRg10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(96);unclassified;

Control JF696027 BFM13CONT2FRh03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(74);unclassified;

Control JF696033 BFM13CONT2RFa07.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Nitrosomonadales(41);Nitrosomonadaceae(20);uncultured(20);unclassified;

Control JF696042 BFM13CONT2RFb09.b1 Bacteria(100);Planctomycetes(99);Planctomycetacia(99);Planctomycetales(99);Planctomycetaceae(99);Planctomyces(90);unclassified;

Control JF696043 BFM13CONT2RFc01.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(96);Sphingobacteriales(96);Cytophagaceae(77);Emticicia(60);unclassified;

Control JF696045 BFM13CONT2RFc12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Emticicia(100);unclassified;

Control JF696046 BFM13CONT2RFd02.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Caulobacterales(46);Hyphomonadaceae(46);Hirschia(20);unclassified;

Control JF696050 BFM13CONT2RFe01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Methylophilales(100);Methylophilaceae(100);uncultured(47);unclassified;

Control JF696051 BFM13CONT2RFe03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Rhodocyclales(100);Rhodocyclaceae(100);Uliginosibacterium(100);unclassified;

Control JF696052 BFM13CONT2RFe06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Novosphingobium(99);unclassified;

Control JF696054 BFM13CONT2RFe11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(97);unclassified;

Control JF696056 BFM13CONT2RFf04.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(87);unclassified;
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Control JF696057 BFM13CONT2RFf09.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(78);unclassified;

Control JF696063 BFM13CONT2RFh01.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Nordella(95);unclassified;

Control JF696064 BFM13CONT2RFh02.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);uncultured(47);unclassified;

Control JF696065 BFM13CONT2RFh04.b1 Bacteria(100);Proteobacteria(94);Alphaproteobacteria(89);Rhodospirillales(42);Acetobacteraceae(39);Acidisphaera(29);unclassified;

Control JF696066 BFM13CONT2RFh06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(95);Flexibacter(91);unclassified;

Control JF696067 BFM13CONT2RFh07.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodospirillales(99);MNH4(55);unclassified;

Control JF696068 BFM13CONT2RFh09.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Legionellales(100);Legionellaceae(100);Legionella(100);unclassified;

Control JF696069 BFM13CONT2RFh10.b1 Bacteria(100);Proteobacteria(100);Deltaproteobacteria(100);Myxococcales(100);mle1-27(42);unclassified;

Control JF696070 BFM13CONT2RFh12.b1 Bacteria(100);Bacteroidetes(98);Sphingobacteria(73);Sphingobacteriales(73);Chitinophagaceae(42);uncultured(30);unclassified;

Control JF696072 BFM13CONT3FRb04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Rhodocyclales(100);Rhodocyclaceae(100);uncultured(68);unclassified;

Control JF696073 BFM13CONT3FRb06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);Niabella(34);unclassified;

Control JF696074 BFM13CONT3FRb08.b1 Bacteria(100);Cyanobacteria(100);SubsectionIV(72);Anabaenopsis(30);unclassified;

Control JF696075 BFM13CONT3FRb09.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);uncultured(64);unclassified;

Control JF696076 BFM13CONT3FRb12.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

Control JF696078 BFM13CONT3FRc09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Ideonella(55);unclassified;

Control JF696079 BFM13CONT3FRd01.b1 Bacteria(100);Cyanobacteria(100);SubsectionI(97);Cyanothece(57);unclassified;

Control JF696080 BFM13CONT3FRd08.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Erythrobacteraceae(100);Porphyrobacter(100);unclassified;

Control JF696081 BFM13CONT3FRd10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);Sediminibacterium(100);unclassified;

Control JF696084 BFM13CONT3FRe08.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Caulobacterales(100);Caulobacteraceae(100);Asticcacaulis(100);unclassified;

Control JF696086 BFM13CONT3FRe11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

Control JF696088 BFM13CONT3FRf11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

Control JF696090 BFM13CONT3FRg08.b1 Bacteria(100);Actinobacteria(100);Actinobacteria(100);Actinobacteridae(100);Actinomycetales(100);Micrococcineae(100);Microbacteriaceae(100);Frigoribacterium(48);unclassified;

Control JF696091 BFM13CONT3FRg10.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

Control JF696096 BFM13CONT3FRh07.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

Control JF696097 BFM13CONT3FRh12.b1 Bacteria(100);Bacteroidetes(97);Sphingobacteria(92);Sphingobacteriales(92);Cyclobacteriaceae(34);uncultured(23);unclassified;

Control JF696099 BFM13CONT3RFa12.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Cryomorphaceae(100);Crocinitomix(100);unclassified;

Control JF696100 BFM13CONT3RFb02.b1 Bacteria(100);Actinobacteria(100);Actinobacteria(100);Acidimicrobidae(100);Acidimicrobiales(100);Acidimicrobineae(100);Acidimicrobiaceae(100);uncultured(95);unclassified;

Control JF696105 BFM13CONT3RFc10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(95);unclassified;

Control JF696108 BFM13CONT3RFd05.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Pseudoruegeria(56);unclassified;

Control JF696110 BFM13CONT3RFd07.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

Control JF696111 BFM13CONT3RFd09.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(72);Sphingobacteriales(72);Cyclobacteriaceae(30);uncultured(25);unclassified;

Control JF696113 BFM13CONT3RFf04.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(78);Verrucomicrobiales(78);Verrucomicrobiaceae(64);Roseibacillus(24);unclassified;

Control JF696114 BFM13CONT3RFf06.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(99);unclassified;

Control JF696115 BFM13CONT3RFf08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Aquamonas(99);unclassified;

Control JF696117 BFM13CONT3RFg04.b1 Bacteria(100);Cyanobacteria(100);Chloroplast(100);unclassified;

Control JF696118 BFM13CONT3RFg05.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(97);Sphingobacteriales(97);Saprospiraceae(84);Saprospira(51);unclassified;

Control JF696119 BFM13CONT3RFg06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Methylophilales(100);Methylophilaceae(100);Methylophilus(65);unclassified;

Control JF696121 BFM13CONT3RFh03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(88);unclassified;
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Control JF696122 BFM13CONT3RFh08.b1 Bacteria(100);Acidobacteria(100);Acidobacteria(100);Acidobacteriales(100);Acidobacteriaceae(100);Candidatus_Chloroacidobacterium(100);unclassified;

Control JF696123 BFM13CONT3RFh09.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

Control JF696124 BFM13CONT3RFh11.b1 Bacteria(100);Verrucomicrobia(100);Verrucomicrobiae(100);Verrucomicrobiales(100);Verrucomicrobiaceae(100);Prosthecobacter(100);unclassified;

2X JF695209 BF8F2X18Fb03.b1 Bacteria(100);Cyanobacteria(100);SubsectionI(99);Cyanothece(67);unclassified;

2X JF695214 BF8F2X18Fb11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Legionellales(100);Legionellaceae(100);Legionella(100);unclassified;

2X JF695218 BF8F2X18Fc04.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);Sediminibacterium(78);unclassified;

2X JF695246 BF8F2X18Ff02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(92);unclassified;

2X JF695253 BF8F2X18Ff10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF695260 BF8F2X18Fg10.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(46);unclassified;

2X JF695268 BF8F2X18Fh10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(99);Ideonella(61);unclassified;

2X JF695274 BF8F2X28Fa08.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(96);unclassified;

2X JF695276 BF8F2X28Fa11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(99);Spirosoma(99);unclassified;

2X JF695280 BF8F2X28Fb11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rubrivivax(56);unclassified;

2X JF695291 BF8F2X28Fd05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Methylophilales(100);Methylophilaceae(100);Methylophilus(67);unclassified;

2X JF695293 BF8F2X28Fd07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF695298 BF8F2X28Fd12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(71);unclassified;

2X JF695300 BF8F2X28Fe02.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF695319 BF8F2X28Ff12.b1 Bacteria(100);Proteobacteria(100);Deltaproteobacteria(100);Myxococcales(100);Cystobacterineae(100);uncultured(100);unclassified;

2X JF695323 BF8F2X28Fg07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Saprospiraceae(99);Saprospira(84);unclassified;

2X JF695326 BF8F2X28Fg11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

2X JF695341 BF8F2X38Fa10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(81);unclassified;

2X JF695342 BF8F2X38Fa11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Saprospiraceae(99);uncultured(98);unclassified;

2X JF695353 BF8F2X38Fb12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(100);unclassified;

2X JF695357 BF8F2X38Fc04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(100);unclassified;

2X JF695358 BF8F2X38Fc05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(83);unclassified;

2X JF695368 BF8F2X38Fd05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

2X JF695381 BF8F2X38Fe11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(89);unclassified;

2X JF695385 BF8F2X38Ff03.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(89);unclassified;

2X JF695393 BF8F2X38Fg01.b1 Bacteria(100);Cyanobacteria(82);ML635J-21(82);unclassified;

2X JF695395 BF8F2X38Fg05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

2X JF695404 BF8F2X38Fh03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(96);unclassified;

2X JF695405 BF8F2X38Fh04.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(97);unclassified;

2X JF695408 BF8F2X38Fh07.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(95);unclassified;

2X JF696126 BFM132X1FRa03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(87);unclassified;

2X JF696127 BFM132X1FRa05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

2X JF696129 BFM132X1FRa09.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

2X JF696141 BFM132X1FRc09.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(98);unclassified;

2X JF696144 BFM132X1FRc12.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;
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2X JF696147 BFM132X1FRd03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);uncultured(58);unclassified;

2X JF696155 BFM132X1FRf01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Ideonella(100);unclassified;

2X JF696156 BFM132X1FRf03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Rhizobiaceae(74);Rhizobium(73);unclassified;

2X JF696160 BFM132X1FRf07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Runella(100);unclassified;

2X JF696166 BFM132X1FRg06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(99);Sphingobacteriales(99);Saprospiraceae(97);Saprospira(78);unclassified;

2X JF696168 BFM132X1FRg10.b1 Bacteria(100);Acidobacteria(100);Acidobacteria(100);Acidobacteriales(100);Acidobacteriaceae(100);Candidatus_Solibacter(99);unclassified;

2X JF696170 BFM132X1FRh02.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Sphingobium(100);unclassified;

2X JF696175 BFM132X1RFd05.b1 Bacteria(100);Actinobacteria(100);Actinobacteria(100);Acidimicrobidae(100);Acidimicrobiales(100);Acidimicrobineae(100);Acidimicrobiaceae(100);uncultured(89);unclassified;

2X JF696176 BFM132X1RFd11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(99);unclassified;

2X JF696177 BFM132X1RFe08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Ideonella(92);unclassified;

2X JF696178 BFM132X1RFf02.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rickettsiales(100);Rickettsiaceae(100);Rickettsia(100);unclassified;

2X JF696193 BFM132X2FRe12.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rubrivivax(37);unclassified;

2X JF696204 BFM132X2RFa02.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(82);unclassified;

2X JF696211 BFM132X2RFb04.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696213 BFM132X2RFb08.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

2X JF696217 BFM132X2RFc08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Pelomonas(100);unclassified;

2X JF696219 BFM132X2RFc11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(40);unclassified;

2X JF696224 BFM132X2RFd08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(89);unclassified;

2X JF696225 BFM132X2RFd09.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696233 BFM132X2RFf03.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696237 BFM132X2RFg01.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Saprospiraceae(98);uncultured(97);unclassified;

2X JF696248 BFM132X3FRb08.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Novosphingobium(100);unclassified;

2X JF696252 BFM132X3FRd07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696259 BFM132X3FRe12.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Erythrobacteraceae(100);Erythromicrobium(54);unclassified;

2X JF696260 BFM132X3FRf04.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

2X JF696263 BFM132X3FRh04.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

2X JF696275 BFM132X3RFb10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(98);unclassified;

2X JF696278 BFM132X3RFc05.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(88);unclassified;

2X JF696280 BFM132X3RFc09.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696286 BFM132X3RFd06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(99);unclassified;

2X JF696297 BFM132X3RFf08.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696300 BFM132X3RFg06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

2X JF696302 BFM132X3RFg09.b1 Bacteria(100);Acidobacteria(100);Acidobacteria(100);Acidobacteriales(100);Acidobacteriaceae(100);Candidatus_Chloroacidobacterium(100);unclassified;

2X JF696303 BFM132X3RFg10.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

2X JF696304 BFM132X3RFg12.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(88);unclassified;

4X JF695413 BF8F4X18Fa02.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

4X JF695434 BF8F4X18Fc11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(70);unclassified;

4X JF695450 BF8F4X18Fe10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(96);Neisseriales(80);Neisseriaceae(80);uncultured(32);unclassified;
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4X JF695459 BF8F4X18Ff07.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF695467 BF8F4X18Fg03.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);uncultured(91);unclassified;

4X JF695476 BF8F4X18Fh05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

4X JF695486 BF8F4X28Fa06.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Legionellales(100);Legionellaceae(100);Legionella(100);unclassified;

4X JF695496 BF8F4X28Fb06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified;

4X JF695497 BF8F4X28Fb08.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(94);Sphingobacteriales(94);SB-5(42);unclassified;

4X JF695507 BF8F4X28Fc10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(93);unclassified;

4X JF695510 BF8F4X28Fd02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified;

4X JF695517 BF8F4X28Fd10.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF695518 BF8F4X28Fd11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Pseudomonas(100);unclassified;

4X JF695522 BF8F4X28Fe04.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Novosphingobium(100);unclassified;

4X JF695523 BF8F4X28Fe05.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(95);Sphingobacteriales(95);Flammeovirgaceae(64);Persicobacter(63);unclassified;

4X JF695525 BF8F4X28Fe07.b1 Bacteria(100);Proteobacteria(100);Deltaproteobacteria(100);Myxococcales(100);JG37-AG-15(98);unclassified;

4X JF695526 BF8F4X28Fe08.b1 Bacteria(100);Bacteroidetes(99);Sphingobacteria(95);Sphingobacteriales(95);Saprospiraceae(91);Saprospira(84);unclassified;

4X JF695528 BF8F4X28Fe10.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rickettsiales(100);Candidatus_Captivus(100);unclassified;

4X JF695533 BF8F4X28Ff04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(97);unclassified;

4X JF695534 BF8F4X28Ff06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

4X JF695539 BF8F4X28Fg03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Novosphingobium(100);unclassified;

4X JF695543 BF8F4X28Fg10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

4X JF695545 BF8F4X28Fh01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(100);unclassified;

4X JF695556 BF8F4X38Fb02.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Enterobacter(85);unclassified;

4X JF695559 BF8F4X38Fb05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

4X JF695561 BF8F4X38Fb07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

4X JF695572 BF8F4X38Fc07.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

4X JF695590 BF8F4X38Fe07.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

4X JF695593 BF8F4X38Ff01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(91);unclassified;

4X JF695598 BF8F4X38Ff07.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

4X JF695600 BF8F4X38Ff09.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(81);unclassified;

4X JF695602 BF8F4X38Fg01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Ideonella(62);unclassified;

4X JF695612 BF8F4X38Fh01.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(79);unclassified;

4X JF696327 BFM134X1FRf04.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF696331 BFM134X1FRf09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

4X JF696354 BFM134X1RFe05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

4X JF696356 BFM134X1RFe07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

4X JF696358 BFM134X1RFe10.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF696361 BFM134X1RFg02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(99);unclassified;

4X JF696363 BFM134X1RFg08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Neisseriales(100);Neisseriaceae(100);uncultured(100);unclassified;

4X JF696370 BFM134X1RFh06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified;
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4X JF696371 BFM134X1RFh07.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(78);unclassified;

4X JF696384 BFM134X2FRd03.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF696388 BFM134X2FRd09.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF696389 BFM134X2FRd11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(77);Sphingobacteriales(77);Saprospiraceae(64);Haliscomenobacter(37);unclassified;

4X JF696404 BFM134X2FRg05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Undibacterium(100);unclassified;

4X JF696406 BFM134X2FRg09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(99);unclassified;

4X JF696407 BFM134X2FRg10.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

4X JF696409 BFM134X2FRh03.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Rhizobiaceae(97);Rhizobium(97);unclassified;

4X JF696410 BFM134X2FRh05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Cellvibrio(100);unclassified;

4X JF696413 BFM134X2FRh09.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Cryomorphaceae(99);Crocinitomix(99);unclassified;

4X JF696416 BFM134X2RFa03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(95);unclassified;

4X JF696417 BFM134X2RFa06.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

4X JF696422 BFM134X2RFc02.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhodobacterales(100);Rhodobacteraceae(100);Rhodobacter(96);unclassified;

4X JF696423 BFM134X2RFc03.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

4X JF696431 BFM134X2RFf07.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

4X JF696435 BFM134X3FRa02.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

4X JF696444 BFM134X3FRc03.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(100);unclassified;

4X JF696450 BFM134X3FRd02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Massilia(84);unclassified;

4X JF696469 BFM134X3FRg06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

4X JF696470 BFM134X3FRg09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(99);unclassified;

4X JF696471 BFM134X3FRg12.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);Sediminibacterium(100);unclassified;

4X JF696473 BFM134X3FRh03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

4X JF696476 BFM134X3FRh09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(94);unclassified;

4X JF696485 BFM134X3RFb07.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Delftia(100);unclassified;

4X JF696486 BFM134X3RFb08.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(100);unclassified;

4X JF696489 BFM134X3RFd01.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(47);unclassified;

4X JF696499 BFM134X3RFh06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

4X JF696501 BFM134X3RFh12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

8X JF695629 BF8F8X18Fb05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified;

8X JF695644 BF8F8X18Fc08.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Chitinophagaceae(100);Sediminibacterium(100);unclassified;

8X JF695651 BF8F8X18Fd03.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

8X JF695652 BF8F8X18Fd04.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Duganella(100);unclassified;

8X JF695659 BF8F8X18Fd11.b1 Bacteria(100);Fusobacteria(100);Fusobacteria(100);Fusobacteriales(100);Fusobacteriaceae(100);Ilyobacter(55);unclassified;

8X JF695666 BF8F8X18Fe09.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Duganella(100);unclassified;

8X JF695693 BF8F8X18Fh11.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

8X JF695697 BF8F8X28Fb01.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Pseudomonas(100);unclassified;

8X JF695704 BF8F8X28Fb12.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rubrivivax(72);unclassified;

8X JF695706 BF8F8X28Fc03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Methylibium(100);unclassified;
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8X JF695708 BF8F8X28Fc05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Hydrogenophaga(94);unclassified;

8X JF695722 BF8F8X28Fe08.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

8X JF695729 BF8F8X28Fg03.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

8X JF695745 BF8F8X38Fb05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(100);unclassified;

8X JF695750 BF8F8X38Fc05.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(92);unclassified;

8X JF695762 BF8F8X38Fe01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified;

8X JF696524 BFM138X1FRf02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Undibacterium(100);unclassified;

8X JF696532 BFM138X1FRg05.b1 Bacteria(100);Proteobacteria(100);Epsilonproteobacteria(100);Campylobacterales(100);Campylobacteraceae(100);Arcobacter(100);unclassified;

8X JF696534 BFM138X1FRh01.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Pseudomonas(100);unclassified;

8X JF696554 BFM138X1RFd01.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Pantoea(100);unclassified;

8X JF696558 BFM138X1RFd11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Buttiauxella(96);unclassified;

8X JF696577 BFM138X2FRb04.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(88);unclassified;

8X JF696590 BFM138X2FRc07.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

8X JF696592 BFM138X2FRc09.b1 Bacteria(100);Firmicutes(100);Clostridia(100);Clostridiales(100);Family_XII_Incertae_Sedis(94);Clostridiaceae(67);Acidaminobacter(67);unclassified;

8X JF696602 BFM138X2FRe03.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

8X JF696604 BFM138X2FRe05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Leptothrix(92);unclassified;

8X JF696614 BFM138X2FRg01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Pelomonas(97);unclassified;

8X JF696627 BFM138X2FRh05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified;

8X JF696632 BFM138X2FRh12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(88);Aeromonadaceae(88);Tolumonas(83);unclassified;

8X JF696635 BFM138X2RFa06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

8X JF696636 BFM138X2RFb02.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(94);unclassified;

8X JF696638 BFM138X2RFc11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Rhodocyclales(100);Rhodocyclaceae(100);Dechloromonas(100);unclassified;

8X JF696639 BFM138X2RFd01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(100);unclassified;

8X JF696642 BFM138X2RFd07.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified;

8X JF696653 BFM138X3FRa02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Neisseriales(98);Neisseriaceae(98);Aquaspirillum(54);unclassified;

8X JF696654 BFM138X3FRa03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(57);unclassified;

8X JF696665 BFM138X3FRd01.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

8X JF696670 BFM138X3FRd08.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

8X JF696678 BFM138X3FRe12.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(99);Neisseriales(87);Neisseriaceae(87);uncultured(52);unclassified;

8X JF696679 BFM138X3FRf01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(100);unclassified;

8X JF696692 BFM138X3FRg11.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified;

8X JF696696 BFM138X3FRh04.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Tolumonas(100);unclassified;

8X JF696711 BFM138X3RFc12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(78);unclassified;

8X JF696716 BFM138X3RFe03.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified;

8X JF696728 BFM138X3RFh11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified;

8X JF696729 BFM138X3RFh12.b1 Bacteria(100);Fusobacteria(100);Fusobacteria(100);Fusobacteriales(100);Fusobacteriaceae(100);Psychrilyobacter(79);unclassified;

10X JF695813 BF8F10X18Fe04.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified

10X JF695835 BF8F10X28Fb02.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Pseudomonas(100);unclassified
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10X JF695849 BF8F10X28Fe01.b1 Bacteria(100);Fusobacteria(100);Fusobacteria(100);Fusobacteriales(100);Fusobacteriaceae(100);Psychrilyobacter(53);unclassified

10X JF695881 BF8F10X38Fd01.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(54);unclassified

10X JF695892 BF8F10X38Fe09.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Flectobacillus(78);unclassified

10X JF695918 BF8F10X38Fh06.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified

10X JF695924 BF8F10X38Fh12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified

10X JF696737 BFM1310X1FRb11.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Neisseriales(99);Neisseriaceae(99);Aquaspirillum(70);unclassified

10X JF696740 BFM1310X1FRc04.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified

10X JF696744 BFM1310X1FRc10.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Cellvibrio(100);unclassified

10X JF696747 BFM1310X1FRd11.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified

10X JF696755 BFM1310X1FRf01.b1 Bacteria(100);Proteobacteria(100);Alphaproteobacteria(100);Rhizobiales(100);Rhizobiaceae(75);Rhizobium(75);unclassified

10X JF696763 BFM1310X1FRg06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(68);unclassified

10X JF696766 BFM1310X1FRh02.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Rhodocyclales(100);Rhodocyclaceae(100);Dechloromonas(99);unclassified

10X JF696768 BFM1310X1FRh06.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Massillia(21);unclassified

10X JF696770 BFM1310X1FRh10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(100);unclassified

10X JF696774 BFM1310X1RFa06.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified

10X JF696778 BFM1310X1RFb03.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Chromatiales(100);Chromatiaceae(100);Rheinheimera(100);unclassified

10X JF696782 BFM1310X1RFb10.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified

10X JF696797 BFM1310X1RFf05.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Undibacterium(100);unclassified

10X JF696799 BFM1310X1RFf09.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified

10X JF696836 BFM1310X2FRd11.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Serratia(100);unclassified;

10X JF696846 BFM1310X2FRf02.b1 Bacteria(100);Proteobacteria(100);Epsilonproteobacteria(100);Campylobacterales(100);Campylobacteraceae(100);Arcobacter(100);unclassified

10X JF696850 BFM1310X2FRf10.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified

10X JF696861 BFM1310X2FRh12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified

10X JF696870 BFM1310X2RFd12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Enterobacteriales(100);Enterobacteriaceae(100);Enteric_Bacteria_cluster(100);Buttiauxella(98);unclassified;

10X JF696871 BFM1310X2RFe04.b1 Bacteria(100);Bacteroidetes(100);Flavobacteria(100);Flavobacteriales(100);Flavobacteriaceae(100);Flavobacterium(100);unclassified

10X JF696883 BFM1310X3FRa05.b1 Bacteria(100);Proteobacteria(98);Betaproteobacteria(97);Neisseriales(85);Neisseriaceae(85);uncultured(42);unclassified

10X JF696888 BFM1310X3FRa12.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Tolumonas(100);unclassified

10X JF696890 BFM1310X3FRb03.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Rhodoferax(98);unclassified

10X JF696904 BFM1310X3FRc11.b1 Bacteria(100);Firmicutes(100);Clostridia(100);Clostridiales(100);Family_XII_Incertae_Sedis(82);Fusibacter(42);unclassified

10X JF696910 BFM1310X3FRe03.b1 Bacteria(100);Bacteroidetes(100);Sphingobacteria(100);Sphingobacteriales(100);Cytophagaceae(100);Arcicella(100);unclassified

10X JF696916 BFM1310X3FRe10.b1 Bacteria(100);Proteobacteria(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);Acidovorax(100);unclassified

10X JF696932 BFM1310X3FRh05.b1 Bacteria(100);Firmicutes(100);Clostridia(100);Clostridiales(100);Clostridiaceae(100);Clostridium(99);unclassified

10X JF696937 BFM1310X3FRh12.b1 Bacteria(100);Proteobacteria(100);Epsilonproteobacteria(100);Campylobacterales(100);Campylobacteraceae(100);Sulfurospirillum(100);unclassified

10X JF696943 BFM1310X3RFf02.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified

10X JF696947 BFM1310X3RFh06.b1 Bacteria(100);Proteobacteria(100);Gammaproteobacteria(100);Aeromonadales(100);Aeromonadaceae(100);Aeromonas(100);unclassified


