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Table S1. A list of virus types based on differences of C2/C6 sequence of OsHV-1 already 
detected. All of them were isolated from Crassostrea gigas except where noted. 
Year	  of	  
sampling 

Geographical	  
origin 

Development	  
stage 

GenBank	  
accession	  no. 

Haplotype# References 

1993 France <1	  year JN800067 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1994 France <1	  year JN800068 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1994 France <1	  year JN800069 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1994 France <1	  year JN800070 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1994 France Larval JN800071 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1995 France Larval JN800072 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1995 France Larval JN800073 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
1995 France Larval JN800074 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2003 France <1	  year JN800075 AE16 Renault	  et	  al.	  2012 
2003 France <1	  year JN800076 AE2 Renault	  et	  al.	  2012 
2003 France <1	  year JN800077 AE16 Renault	  et	  al.	  2012 
2003 France <1	  year JN800078 AE16 Renault	  et	  al.	  2012 
2003 France <1	  year JN800079 AE17 Renault	  et	  al.	  2012 
2003 France <1	  year JN800080 AE16 Renault	  et	  al.	  2012 
After	  
2008 

France Wild	  adults None AE16 Martenot	  et	  al.	  2012 

2005 France <1	  year JN800081 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2005 France <1	  year JN800082 AE1 Renault	  et	  al.	  2012 
2005 France Larval JN800083 AE3 Renault	  et	  al.	  2012 
2005 France <1	  year JN800084 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2006 France Larval JN800085 AE5 Renault	  et	  al.	  2012 
2006 France Larval JN800086 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2006 France Larval JN800087 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2006 France <1	  year JN800088 AE15 Renault	  et	  al.	  2012 
2006 France <1	  year JN800089 AE14 Renault	  et	  al.	  2012 
2006 France <1	  year JN800090 AE14 Renault	  et	  al.	  2012 
2007 France Larval JN800091 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2007 France Adult JN800092 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2007 France <1	  year JN800093 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2007 France <1	  year JN800094 AE3 Renault	  et	  al.	  2012 
2007 France <1	  year JN800095 AE1 Renault	  et	  al.	  2012 
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Year	  of	  
sampling 

Geographical	  
origin 

Development	  
stage 

GenBank	  
accession	  no. 

Haplotype# References 

2007 France <1	  year JN800096 AE3 Renault	  et	  al.	  2012 
2007 France <1	  year JN800097 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2007 France 1-‐2	  year JN800098 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2007 France <1	  year JN800099 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2008 France <1	  year JN800100 AE12 Renault	  et	  al.	  2012 
2008 France 1-‐2	  year JN800101 AE3 Renault	  et	  al.	  2012 
2008 France Larval JN800102 AE3 Renault	  et	  al.	  2012 
2008 France Adult JN800103 AE3 Renault	  et	  al.	  2012 
2008 France Adult JN800104 AE3 Renault	  et	  al.	  2012 
2008 France Adult JN800105 AE3 Renault	  et	  al.	  2012 
2008 France Larval JN800106 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2008 France 1-‐2	  year JN800107 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2008 France <1	  year JN800108 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2008 France <1	  year JN800109 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2008 France <1	  year JN800110 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2008 France 1-‐2	  year JN800111 AE7 Renault	  et	  al.	  2012 
2008 France <1	  year JN800112 AE6=OsHV-‐1 Renault	  et	  al.	  2012 
2008 France <1	  year JN800113 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2008 France <1	  year JN800114 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2009 France <1	  year JN800115 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2009 France <1	  year JN800116 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2009 France <1	  year JN800117 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2009 France <1	  year JN800118 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2009 France <1	  year JN800119 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2010 France <1	  year JN800120 AE11 Renault	  et	  al.	  2012 
2010 France <1	  year JN800121 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2010 France <1	  year JN800122 AE10 Renault	  et	  al.	  2012 
2010 France <1	  year JN800123 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2010 France <1	  year JN800124 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2010 France <1	  year JN800125 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2010 France <1	  year JN800126 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2010 France <1	  year JN800127 AE12=	  OsHV-‐1	  µvar Renault	  et	  al.	  2012 
2002 China None JN800132 AE8 Renault	  et	  al.	  2012 
2007 USA	  

(California) 
None JN800128 AE4 Renault	  et	  al.	  2012 

2010 Japan <1	  year JN800133 AE9=JPType14 Renault	  et	  al.	  2012	  
Shimahara et al. 2012 

2009 Ireland None JN800129 AE13 Renault	  et	  al.	  2012 
2010 New	  Zealand <1	  year JN800130 AE18 Renault	  et	  al.	  2012 
2010 New	  Zealand Larval JN800131 AE18 Renault	  et	  al.	  2012 
2011 Mexico 6	  Adults 

8	  juveniles 
JF894308 AE19 Grijalva-‐Chon	  et	  al.	  

2013 
2011 Australia >18	  month KC685525 AE20* Jenkins	  et	  al.	  2013 
2009	  and	   
2010 

France 3	  spats	   
1	  juvenile 
1	  adult 

None AE21 Martenot	  et	  al.	  2011 

2010 France 2	  spats None AE22 Martenot	  et	  al.	  2012 
2011 Korea Larval JQ959597 KRType1 Hwang	  et	  al.	  2013 
2011 Korea Larval JQ959598 KRType2 Hwang	  et	  al.	  2013 
2009	   China	   Adult	   GQ	  153938	   AVNV	   Ren	  et	  al.	  2013	  
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#: ‘=’ indicates virus types with the same sequence information 
*: indicates virus type derived from both Crassostrea gigas and Saccostrea glomerata collected from 
Australia 
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Fig. S1. Alignment data of the C2/C6 fragments from 53 variants of OsHV-1. Details are described in 
the main text. 
 
 
>JPType5 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCC-GGGGGAAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType1 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType23 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGTAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType13 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGG--CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType4 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGC-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType3 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCACCGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType2 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType8 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACT--------------------- 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType12 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATAAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType14 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTTATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType11 
TTTTTTCTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTTATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE9 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTTATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType6 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTTATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType7 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACT------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTTATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType16 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTTATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE10 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGGGCAAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE11 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGGGCCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTAATCCAGTTCTTC 
GAAAAGAAGATAGA 
>KOType2.seq 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGG--AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTTACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>KOType1.seq 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGG--AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCGATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE12 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE21 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACT--------------- 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE13 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE22 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACT--------------------- 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCAATTGCAAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType9 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE20 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAAATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE18 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAAGTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType15 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTACCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAAA-TATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType20 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACGAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACCTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATGAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGCTCTTC 
GAAAAGAAGATAGA 
>JPType22 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--CCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACCACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType21 
TTTTC-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType19 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCAACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType18 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACT--------------- 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCAACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE8 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAA----CCCACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACAC--TCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACT------------------ 
---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE5 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAAA-CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACT------ 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType17 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACT--------------- 
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---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>JPType10 
TTTTT-CTAGAATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACT--------- 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE19 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAAAACC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACTACT 
ACTACT---GAAAAAATGCAGCCTTTTACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE4 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAAAACC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACT--- 
---------GAAAAAATGCAGCCTTTTACAGAATTTTGCACCGTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AVNV 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAATGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAA---CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACT--------------------- 
---------GAAAAAATGCAGCCTTTTACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTTGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE1 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACTACT 
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ACT------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE2 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
A---GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACT--- 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE3 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACTACT 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE16 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACT--- 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE14 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAAA-CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACTACT 
ACTACTACTGAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE7 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACT------ 
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---------GAAAA-ATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE15 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAAA-CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACTACT 
ACTACT---GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE17 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAAA-CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACTACT 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>AE6 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTTGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAAA--CC-ACATGGGGG-CCAAGGAATTTAAA-CCCCGGGG-AAA 
AA--GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACT------ 
---------GAAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>CN1 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTCGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAA---CC-ACATGGAGG-CCAAGGAATTTAAAGCCCCGGG--AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACTACT--- 
---------GGAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>CN2 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTCGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAA---CC-ACATGGAGG-CCAAGGAATTTAAAGCCCCGGG--AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACT--------- 
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---------GGAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>CN3 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTCGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAA---CC-ACATGGAGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACT--------- 
---------GGAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>CN5 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTCGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAA---CC-ACATGGAGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACTACTACT------ 
---------GGAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
>CN4 
TTTTT-CTAGGATATGGAGCTGCGGCGCTATGGATTTAACGAGTGCCACCAAAAGTTGGG 
ATAATGATTTTAGAATAGATGTGATGTGCGGCAAGATGAATGGCAAGATACACAATGAGC 
TATTGCCCGACCACAAACCTAACGTCGTATTCGATTACGGATTAAGAAAATGGGTTCCAC 
AATCTAAAATTAAAAAA---CC-ACATGGAGG-CCAAGGAATTTAAAGCCCCGGGG-AAA 
AAA-GTATAAATAGGCGCGATTTGTCAGTTTAGAATCATACCCACACACTCAATCTCGAG 
TATACCACAACTGCTAAATTAACAGCATCTACTACTACTACTACTACT------------ 
---------GGAAAAATGCAGCCTTTCACAGAATTTTGCACCTTGACCAAAGCCATCACA 
TCAGCCAGCAACGACTTTTTCATCAACCAGACGAGGTTAACATGCGACATTTGTAAAGAG 
CTCGTCTCTTTCGATTGCGAAGATAAAGTCGTGGCATCATTGGCTGCAGTCAGATCTGAC 
ATACCCATAGAAGTCACGGAACGCAAAGACCTGAACCTCCTCGACCTGATCCAGTTCTTC 
GAAAAGAAGATAGA 
 


