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Fig. S1. Aligned sequences of the helicase region (Waltzek et al. 2009) in DNA of CyHV-2 positive samples.
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Fig. S2. Aligned sequences of site of primers oPVP383 and oPVP382up3 (enlarged mA) (Boitard et al. 2016 and in this
study) in DNA of CyHV-2 positive samples.

Isolates (Accession no. or reference)

ST-J1 (JQ815364) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
SY-C1l (KM200722) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
SaT-1 (LC202021) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
AMS-1 (LC202022) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
AMS-3 (LC202025) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
AMS-6 (LC202023) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
AMS-8 (LC202024) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60
FR (Boitard et al.) 1 GCGTTGACTCATTTGCGGTTTGCGCAATATTGCGAAATGCGAAAGTGCGTCACTGGGATG 60

hhkhkhkkhkhkhkhk Ak hhkrkhhkrhhkhkhhkhhkhkhhkdkhhkrhhkhkhhkrhkhkhkhhkhkhkrhkrhkhkrkkhkhkxkxx*

oPVP383
ST-J1 (JQ815364) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
SY-C1 (KM200722) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
SaT-1 (LC202021) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
AMS-1 (LC202022) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
AMS-3 (LC202025) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
AMS-6 (LC202023) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
AMS-8 (LC202024) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAA 120
FR (Boitard et al.) 61 GGCGCGTGGCTTTCGGGTTTCGATTCCGAGTAACTC--AGATGGGTAACTCCCTGAATAA 118

kA rkhkhkhkhkhkhkkrhkkrkhkhkrhkkhkhkhhkkhkrxkhkhkhkhkrkhkkkkx *hkrxhkkkhkkhkkhkkhkkkkhkkxkxkkx

ST-J1 (JQ815364) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGC-—=——————————————————————————— 150
SY-C1l (KM200722) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGC-————————————————————————————— 150
SaT-1 (LC202021) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATGCGTCACTGGGATGGGC 180
AMS-1 (LC202022) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATGCGTCACTGGGATGGGC 180
AMS-3 (LC202025) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATGCGTCACTGGGATGGGC 180
AMS-6 (LC202023) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGC-—=——————————————————————————— 150
AMS-8 (LC202024) 121 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGC-—=——————————————————————————— 150
FR (Boitard et al.) 119 CTCGTTTGTGGCCGTTAGTGGCTGTTGCGC-—=——————————————————————————— 148

khkrkhkhkhkhkhkhkkhkhkkrkhkkhkrxhkkhkhkkhkkhkhkkkhkkxkx*k

ST-J1 (JQ815364) 151 GCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAACTC 210
SY-C1 (KM200722) 150 === mm e — 150
SaT-1 (LC202021) 181 GCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACTCCCTGAATAACTC 240
AMS-1 (LC202022) 181 GCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACACCCTGAATAACTC 240
AMS-3 (LC202025) 181 GCGTGGCTTTCGGGTTTCGATTCCGAGTAACTCTCAGATGGGTAACACCCTGAATAACTC 240
AMS-6 (LC202023) 150 @ —== - mm e 150

AMS-8 (LC202024) 150 mmm e 150
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GTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATTATGGCCATTGTGGCCTATG 270
——————————————————————————— TATTTTGCGCTATTATGGCCATTGTGGCCTATG 183
GTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATTATGGCCATTGTGGCCTATG 300
GTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATTATGGCCATTGTGGCCTATG 300
GTTTGTGGCCGTTAGTGGCTGTTGCGCTATTTTGCGCTATTATGGCCATTGTGGCCTATG 300
——————————————————————————— TATTTTGCGCTATTATGGCCATTGTGGCCTATG 183
——————————————————————————— TATTTTGCGCTATTATGGCCATTGTGGCCTATG 183
——————————————————————————— TATTTTGCGCTATTATGGCCATTGTGGCCTATG 181
''''''''''''''''''''''''''' kAhkkhkkhkkhkkhkkhkkhkkhkkhkhkkhkhkkhkhkkhkkhkkhkhkhkhkkhkhkkhkhkkhkkkhkkkkx*
GTTA CTT---——=——=———— AATGGTTACTCTCAATGGTTA 317
GTTA CTT---——=——=———— AATGGTTACTCTCAATGGTTA 230
GTTA CTT--———=——=———— AATGGTTACTCTCAATGGTTA 347
GTTA CTT--———=——=———— AATGGTTACTCTCAATGGTTA 347
GTTA CTT--———=——=———— AATGGTTACTCTCAATGGTTA 347
GTTA CTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTA 243
GTTA g O e e e 201
GTTA g O e e e 199
*************.**** ..........................................
Misannealing site 1 Misannealing site 2
CTTAATGGTTACTCTTAATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCT--~- 374
CTTAATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCT--~ 287
CTTAATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCT--~ 404
CTTAATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCT--~ 404
CTTAATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCT--~ 404
CTTAATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCTTAG 303
—————— AATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCT—-- 252
—————— AATGGTTACTCTTAATGGTTACTCTCAATGGTTACTCTCAATGGTTACTCT--- 250
'''''' *************************.********************‘k*‘k*‘k. ..
———————————————————————————————————————————————————————————— 374
———————————————————————————————————————————————————————————— 287
———————————————————————————————————————————————————————————— 404
———————————————————————————————————————————————————————————— 404
———————————————————————————————————————————————————————————— 404
TGGGTACTCTTAGTGGGTACTCTCAGTGGTTACTCTAAGTGGTCTTAATGGTTACTCTTA 363
———————————————————————————————————————————————————————————— 252
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Fig. S3. Aligned sequences

CyHV-2 positive samples.
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< oPVP384 >

GAACTAAACAACGAAATGATTCCACCGACCGTCTTGAAATCAGTCTACTTTATAACCGCT

GAACTAAACAACGAAATGATTCCACCGACCGTCTTGAAATCAGTCTACTTTATAACCGCT

GAACTAAACAACGAAATGATTCCACCGACCGTCTTGAAATCAGTCTACTTTATAACCGCT

GAACTAAACAACGAAATGATTCCACCGACCGTCTTGAAATCAGTCTACTTTATAACCGCT

GAACTAAACAACGAAATGATTCCACCGACCGTCTTGAAATCAGTCTACTTTATAACCGCT

GAACTAAACAACGAAATGATTCCACCGACCGTCTTGAAATCAGTCTACTTTATAACCGCT
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ATAGACGGCCAACCCGAAGTCCATTGTACATTTGATAACTTTGAGAAACATTGTTCATCT

ATAGACGGCCAACCCGAAGTCCATTGTACATTTGATAACTTTGAGAAACATTGTTCATCT

ATAGACGGCCAACCCGAAGTCCATTGTACATTTGATAACTTTGAGAAACATTGTTCATCT

ATAGACGGCCAACCCGAAGTCCATTGTACATTTGATAACTTTGAGAAACATTGTTCATCT

ATAGACGGCCAACCCGAAGTCCATTGTACATTTGATAACTTTGAGAAACATTGTTCATCT

ATAGACGGCCAACCCGAAGTCCATTGTACATTTGATAACTTTGAGAAACATTGTTCATCT

kA hkhkrkhkhkhhkhkhkhkhkhkrhhkhhhkrhkhkhkhkdkhhkrhhkhkhhkrhkhkhkhkrhkkrhkkhkhkhkhkrkkxkkhkxkhkkxk*k

GCTGAGAAACATTGTTCATCTGATAACCCTTGAAAAACATTGTACATCTGATGTTTTGTA

GCTGAGAAACATTGTTCATCTGATAACCCTTGAAAAACATTGTACATCTGATGTTTTGTA

GCTGAGAAACATTGTTCATCTGATAACCCTTGAAAAACATTGTACATCTGATGTTTTGTA

GCTGAGAAACATTGTTCATCTGATAACCCTTGAAAAACATTGTACATCTGATGTTTTGTA

GCTGAGAAACATTGTTCATCTGATAACCCTTGAAAAACATTGTACATCTGATGTTTTGTA

GCTGAGAAACATTGTTCATCTGATAACCCTTGAAAAACATTGTACATCTGATGTTTTGTA
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Isolates (Accession no.)

ST-J1 (J0Q815364) 241 TTTGTGTGTGTAACTCAATAAAGACTCTCTCTATCATTCAATCTTTTGTTGTTCTGCCTC 300
SY-C1l (KM200722) 241 TTTGTGTGTGTAACTCAATAAAGACTCTCTCTATCATTCAATCTTTTGTTGTTCTGCCTC 300
SaT-1 (LC202026) 241 TTTGTGTGTGTAACTCAATAAAGACTCTCTCTATCATTCAATCTTTTGTTGTTCTGCCTC 300
AMS-1 (LC202027) 241 TTTGTGTGTGTAACTCAATAAAGACTCTCTCTATCATTCAATCTTTTGTTGTTCTGCCTC 300
AMS-6 (LC202027) 241 TTTGTGTGTGTAACTCAATAAAGACTCTCTCTATCATTCAATCTTTTGTTGTTCTGACTC 300
AMS-8 (LC202029) 241 TTTGTGTGTGTAACTCAATAAAGACTCTCTCTATCATTCAATCTTTTGTTGTTCTGCCTC 300

kA hkhkrkhkhkhhkhkhkhkhkhhkrhhkrhhhkrhkhkhkhkdkhhkrhkhkhkhkhkrhkhkhkhkrhkhkrhkkhkrkhkrkhkxhkkhkxkx **k*

ST-J1 (JQ815364) 301 TTCTTCAGACAAGAGTACAAAGAGAGGGTTCTTGATTCTATGTTTTAATGATTTCACAGT 360
SY-C1 (KM200722) 301 TTCTTCAGACAAGAGTACAAAGAGAGGGTTCTTGATTCTATGTTTTAATGATTTCACAGT 360
SaT-1 (LC202026) 301 TTCTTCAGACAAGAGTACAAAGAGAGGGTTCTTGATTCTATGTTTTAATGATTTCACAGT 360
AMS-1 (LC202027) 301 TTCTTCAGACAAGAGTACAAAGAGAGGGTTCTTGATTCTATGTTTTAATGATTTCACAGT 360
AMS-6 (LC202028) 301 TTCTTCAGACAAGAGTACAAAGAGAGGGTTCTTGATTCTATGTTTTAATGATTTCACAGT 360
AMS-8 (LC202029) 301 TTCTTCAGACAAGAGTACAAAGAGAGGGTTCTTGATTCTATGTTTTAATGATTTCACAGT 360

R IR IR I b b b b 2 b b b b b b b 2h b b b b db b b b b 2h b b b 2 b S db 2h Sb 2 b 2 db 2b db b db 2 db 2h b 2 db 2h b 2h b 2 3
ST-J1 (JQ815364) 361 AGTACAGAGAAAAAAGATAATAATACTTGGTGTTGAAATGAAAAAGGTACACAGAATACT 420
SY-C1 (KM200722) 361 AGTACAGAGAAAAAAGATAATAATACTTGGTGTTGAAATGAAAAAGGTACACAGAATACT 420
SaT-1 (LC202026) 361 AGTACAGAGAAAAAAGATAATAATACTTGGTGTTGAAATGAAAAAGGTACACAGAATACT 420
AMS-1 (LC202027) 361 AGTACAGAGAAAAAAGATAATAATACTTGGTGTTGAAATGAAAAAGGTACACAGAATACT 420
AMS-6 (LC202028) 361 AGTACAGAGAAAAAAGATAATAATACTTGGTGTTGAAATGAAAAAGGTACACAGAATACT 420
AMS-8 (LC202029) 361 AGTACAGAGAAAAAAGATAATAATACTTGGTGTTGAAATGAAAAAGGTACACAGAATACT 420

R IR R I b b b b 2 b S b b b b b 2h b b b b b b b 2h b b b b b 2 b S db 2h Sb 2 b 2 db 2h db b b dh db 2h b 2 db 2h b 2h b 2 4
ST-J1 (JQ815364) 421 TGGTGTTTGAATGAAACTTTTTTTTT-AAAAAAAACATGACGCTCAGTTGCTGCTG 475
SY-C1 (KM200722) 421 TGGTGTTTGAATGAAACTTTTTTTT-AAAAAAAAACATGACGCTCAGTTGCTGCTG 475
SaT-1 (LC202026) 421 TGGTGTTTGAATGAAACTTTTTTTT-AAAAAAAAACATGACGCTCAGTTGCTGCTG 475
AMS-1 (LC202027) 421 TGGTGTTTGAATGAAACTTTTTTTTT-AAAAAAAACATGACGCTCAGTTGCTGCTG 475
AMS-6 (LC202028) 421 TGGTGTTTGAATGAAACTTTTTTTT---AAAAAAACATGACGCTCAGTTGCTGCTG 473
AMS-8 (LC202029) 421 TGGTGTTTGAATGAAACTTTTTTTT--AAAAAAAACATGACGCTCAGTTGCTGCTG 474
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