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Supplemental Table S1: GenBank Accession Numbers for partial MiSeq and RNASeq NGS assembled POMV segments

Virus
98-01382
MiSeq
06-04216
MiSeq
07-01002
MiSeq
12-01390
MiSeq
12-02055
MiSeq
12-02935
MiSeq
13-01407
MiSeq
13-02097
MiSeq
13-03566
MiSeq
13-03672
MiSeq
14-01514
MiSeq

14-01514 RNA-

Seq

Segment 1
MN241399

MN241319
MN241327
MN241335
MN241343
MN241351
MN241359
MN241367
MN241375
MN241383
MN241391

MN241407

Segment 2
MN241400

MN241320
MN241328
MN241336
MN241344
MN241352
MN241360
MN241368
MN241376
MN241384
MN241392

MN241408

Segment 3
MN241401

MN241321
MN241329
MN241337
MN241345
MN241353
MN241361
MN241369
MN241377
MN241385
MN241393

MN241409

Segment 4
MN241402

MN241322
MN241330
MN241338
MN241346
MN241354
MN241362
MN241370
MN241378
MN241386
MN241394

MN241410

Segment 5
MN241403

MN241323
MN241331
MN241339
MN241347
MN241355
MN241363
MN241371
MN241379
MN241387
MN241395

MN241411

Segment 6
MN241404

MN241324
MN241332
MN241340
MN241348
MN241356
MN241364
MN241372
MN241380
MN241388
MN241396

MN241412

Segment 7
MN241405

MN241325
MN241333
MN241341
MN241349
MN241357
MN241365
MN241373
MN241381
MN241389
MN241397

MN241413

Segment 8
MN241406

MN241326
MN241334
MN241342
MN241350
MN241358
MN241366
MN241374
MN241382
MN241390
MN241398

MN241414
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Supplemental Table S2: Protein Conserved Domains Search (NCBI)

98-01382 POMYV Proteins

Conserved Domains (NCBI)

PB2 No conserved domains were identified

PB1 Flu_PB1 superfamily (cl15495) — Influenza RNA-dependent RNA polymerase subunit PB1
NP No conserved domains were identified

F Fusion_FO superfamily (cl16050) — Fusion glycoprotein FO

S4B COG1389 superfamily (cl34248) — DNA topoisomerase VI, subunit B

PA No conserved domains were identified

HE ISAV_HA superfamily (cl05629) — Infectious salmon anaemia virus haemagglutinin

S7A No conserved domains were identified

S7B No conserved domains were identified

S8A No conserved domains were identified
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Supplemental Table S3. Nucleotide (upper right) and amino acid (lower left) pair-wise comparison of POMV isolates
POMYV Seg1 - PB2 - Percent Identity

98- 06- 07- 12- 12- 12- 13- 13- 13- 13- 14-
01382 04216 01002 01390 02055 02935 01407 02097 03566 03672 01514

98- 98.9 95.9 95.9 95.9 95.8 95.9 98.8 98.8 95.8 98.7
01382

06- 99.9 95.9 96 96 95.9 96 99.8 99.8 95.9 99.8
04216

07- 99.5 99.6 99.5 99.5 99.5 99.4 956.7 95.8 99.5 956.7
01002

12- 99.5 99.6 100 100 99.9 99.9 95.8 95.9 99.9 95.8
01390

12- 99.5 99.6 100 100 99.9 99.9 95.8 95.9 99.9 95.8
02055

12- 99.5 99.6 100 100 100 99.8 956.7 95.8 99.8 956.7
02935

13- 99.5 99.6 100 100 100 100 95.9 95.9 99.8 95.9
01407

13- 99.9 100 99.6 99.6 99.6 99.6 99.6 99.7 956.7 99.6
02097

13- 99.9 100 99.6 99.6 99.6 99.6 99.6 100 95.8 99.9
03566

13- 99.5 99.6 100 100 100 100 100 99.6 99.6 956.7
03672

14- 99.9 100 99.6 99.6 99.6 99.6 99.6 100 100 99.6

01514
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POMYV Seg2 - PB1 - Percent Identity

98- 06- 07- 12- 12- 12- 13- 13- 13- 13- 14-
01382 04216 01002 01390 02055 02935 01407 02097 03566 03672 01514

98- 97.2 97.2 97.1 97.1 97 97 96.9 97 96.6 96.6
01382

06- 100 97.5 97.5 97.5 97.5 97.5 97.4 97.5 97.3 97.3
04216

07- 100 100 99.5 99.5 99.5 99.2 99.5 99.6 99.2 99.2
01002

12- 100 100 100 100 100 99.6 99.8 100 99.5 99.5
01390

12- 100 100 100 100 100 99.6 99.8 100 99.5 99.5
02055

12- 100 100 100 100 100 99.6 99.7 99.9 99.5 99.5
02935

13- 100 100 100 100 100 100 99.5 99.7 99.4 99.4
01407

13- 100 100 100 100 100 100 100 99.8 99.4 99.4
02097

13- 100 100 100 100 100 100 100 100 99.6 99.6
03566

13- 99.7 99.7 99.7 99.7 99.7 99.7 99.7 99.7 99.7 99.6
03672

14- 100 100 100 100 100 100 100 100 100 99.7

01514
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POMYV Seg3 - NP - Percent Identity

98-
01382

98-

01382

06- 98.8
04216

07- 100
01002

12- 100
01390

12- 100
02055

12- 100
02935

13- 100
01407

13- 98.8
02097

13- 98.8
03566

13- 100
03672

14- 98.8

01514

04216

96.5

98.8

98.8

98.8

98.8

98.8

100

100

98.8

100

07-
01002
99.1

96.4

100

100

100

100

98.8

98.8

100

98.8

01390

99.1

96.3

99.3

100

100

100

98.8

98.8

100

98.8

02055

99

96.2

99.2

99.9

100

100

98.8

98.8

100

98.8

02935

99.2

96.4

99.4

99.9

99.8

100

98.8

98.8

100

98.8

01407

99.2

96.4

99.4

99.8

99.7

99.9

98.8

98.8

100

98.8

02097

96.5

99.8

96.4

96.3

96.2

96.4

96.4

100

98.8

100

03566

96.7

99.8

96.5

96.4

96.4

96.5

96.5

99.8

98.8

100

03672

99.2

96.4

99.4

99.8

99.7

99.9

99.9

96.4

96.5

98.8

01514

96.5

99.8

96.5

96.3

96.2

96.4

96.4

99.8

99.8

96.4
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POMYV Seg4 - F - Percent Identity

98-
01382

98-

01382

06- 99.8
04216

07- 99.8
01002

12- 99.8
01390

12- 99.6
02055

12- 100
02935

13- 100
01407

13- 100
02097

13- 100
03566

13- 100
03672

14- 100

01514

04216

98.2

99.6

99.6

99.3

99.8

99.8

99.8

99.8

99.8

99.8

07-
01002
97.8

97

100

99.8

99.8

99.8

99.8

99.8

99.8

99.8

01390

97.9

97.1

99.8

99.8

99.8

99.8

99.8

99.8

99.8

99.8

02055

97.8

97

99.7

99.9

99.6

99.6

99.6

99.6

99.6

99.6

02935

98

97.3

99.8

99.9

99.8

100

100

100

100

100

01407

97.9

97.1

99.6

99.7

99.6

99.9

100

100

100

100

02097

13-

03566
98.3 98.1
99.6 99.8
97.1 97
97.2 97
97.1 97
97.3 97.2
97.2 97

99.6

100
100 100
100 100

03672

98

97.3

99.8

99.9

99.8

100

99.9

97.3

97.2

100

01514

98.2

99.9

97

97.1

97

97.3

97.1

99.6

99.9

97.3
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POMV Seg4 — S4B - Percent Identity

98-
01382

98-

01382

06- 98.9
04216

07- 99.4
01002

12- 99.4
01390

12- 99.4
02055

12- 99.4
02935

13- 99.4
01407

13- 99.4
02097

13- 98.9
03566

13- 98.9
03672

14- 98.9

01514

04216

98.9

99.4

99.4

99.4

99.4

99.4

99.4

100

98.9

100

07-
01002
98.2

98.5

100

100

100

100

100

99.4

99.4

99.4

01390

98.2

98.5

100

100

100

100

100

99.4

99.4

99.4

02055

98.2

98.5

100

100

100

100

100

99.4

99.4

99.4

02935

98.2

98.5

100

100

100

100

100

99.4

99.4

99.4

01407

98.2

98.5

100

100

100

100

100

99.4

99.4

99.4

02097

98.9

99.6

98.5

98.5

98.5

98.5

98.5

99.4

99.4

99.4

03566

98.7

99.8

98.4

98.4

98.4

98.4

98.4

99.5

98.9

100

03672

97.8

98.2

99.6

99.6

99.6

99.6

99.6

98.2

98

98.9

01514

98

99.1

97.6

97.6

97.6

97.6

97.6

98.7

99.3

97.6
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POMYV Seg5 - PA - Percent Identity

98-
01382

98-

01382

06- 99.7
04216

07- 99.8
01002

12- 99.8
01390

12- 99.8
02055

12- 99.8
02935

13- 99.8
01407

13- 99.8
02097

13- 99.8
03566

13- 99.8
03672

14- 99.8

01514

04216

98.7

99.5

99.8

99.8

99.8

99.8

99.8

99.8

99.8

99.8

07-
01002
99.5

98.5

99.7

99.7

99.7

99.7

99.7

99.7

99.7

99.7

01390

98.7

99.5

98.5

100

100

100

100

100

100

100

02055

98.7

99.5

98.5

100

100

100

100

100

100

100

02935

98.7

99.5

98.5

100

100

100

100

100

100

100

01407

98.7

99.5

98.5

99.8

99.8

99.8

100

100

100

100

02097

98.4

99.2

98.2

99.5

99.5

99.5

99.5

100

100

100

03566

98.7

99.5

98.5

99.8

99.8

99.8

99.8

99.5

100

100

03672

98.7

99.5

98.5

99.8

99.8

99.8

99.8

99.5

99.8

100

01514

98.7

99.5

98.5

99.8

99.8

99.8

99.8

99.6

99.8

99.8
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POMYV Seg6 - HE - Percent Identity

98-
01382

98-

01382

06- 99.4
04216

07- 100
01002

12- 100
01390

12- 100
02055

12- 100
02935

13- 100
01407

13- 100
02097

13- 100
03566

13- 100
03672

14- 100

01514

04216

98.6

99.4

99.4

99.4

99.4

99.4

99.4

99.4

99.4

99.4

07-
01002
98.5

99.1

100

100

100

100

100

100

100

100

01390

96.9

96.3

96.4

100

100

100

100

100

100

100

02055

96.9

96.3

96.4

100

100

100

100

100

100

100

02935

96.8

96.2

96.4

99.9

99.9

100

100

100

100

100

01407

96.8

96.2

96.4

99.9

99.9

99.9

100

100

100

100

02097

96.8

96.2

96.4

99.9

99.9

99.9

99.9

100

100

100

03566

98.4

99.3

98.9

96.1

96.1

96.1

96.1

96.1

100

100

03672

96.7

96.1

96.3

99.9

99.9

99.8

99.8

99.8

96

100

01514

96.8

96.2

96.4

99.9

99.9

99.9

99.9

99.9

96.1

99.8
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POMYV Seg7 - S7A - Percent Identity

98-
01382
06-
04216
07-
01002
12-
01390
12-
02055
12-
02935
13-
01407
13-
02097
13-
03566
13-
03672
14-
01514

01382

99.7

100

100

99.3

100

100

99.3

99.7

100

100

04216

99.8

99.7

99.7

99

99.7

99.7

99

99.3

99.7

99.7

07-
01002
99.8

99.8

100

99.3

100

100

99.3

99.7

100

100

12-

01390
99.7
99.7

99.9

99.3

100

100

99.3

99.7

100

100

12-

02055
99.4
99.4
99.7

99.8

99.3

99.3

98.6

99

99.3

99.3

12-
02935
99.7
99.7
99.9
100

99.8

100

99.3

99.7

100

100

13-
01407
99.7
99.7
99.9
100
99.8

100

99.3

99.7

100

100

13-

02097
99.3
99.3
99.5
99.7
99.4
99.7

99.7

99

99.3

99.3

13-

03566
99.7
99.7
99.7
99.5
99.3
99.5
99.5

99.2

99.7

99.7

13-
03672
99.7
99.7
99.9
100
99.8
100
100
99.7

99.5

100

14-
01514
99.7
99.7
99.9
100
99.8
100
100
99.7
99.5

100

10
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POMV Seg7 — S7B - Percent Identity

98-
01382

98-

01382

06- 99.1
04216

07- 98.2
01002

12- 98.2
01390

12- 98.2
02055

12- 98.2
02935

13- 98.2
01407

13- 98.2
02097

13- 99.1
03566

13- 98.2
03672

14- 98.2

01514

04216

99.4

99.1

99.1

99.1

99.1

99.1

99.1

100

99.1

99.1

07-
01002
99.1

99.7

100

100

100

100

100

99.1

100

100

01390

99.1

99.7

100

100

100

100

100

99.1

100

100

02055

99.1

99.7

100

100

100

100

100

99.1

100

100

02935

99.1

99.7

100

100

100

100

100

99.1

100

100

01407

98.8

99.4

99.7

99.7

99.7

99.7

100

99.1

100

100

02097

98.8

99.4

99.7

99.7

99.7

99.7

99.4

99.1

100

100

03566

13-

03672
99.4 99.1
100 99.7
99.7 100
99.7 100
99.7 100
99.7 100
99.4 99.7
99.4 99.7

99.7

99.1
99.1 100

01514

99.1

99.7

100

100

100

100

99.7

99.7

99.7

100

11
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POMV Seg8 — S8A - Percent Identity

98-
01382

98-

01382

06- 100
04216

07- 100
01002

12- 100
01390

12- 100
02055

12- 100
02935

13- 100
01407

13- 100
02097

13- 100
03566

13- 100
03672

14- 100

01514

04216
99.4

100

100

100

100

100

100

100

100

100

07-
01002
99.7

99.4

100

100

100

100

100

100

100

100

01390

99.7

99.4

100

100

100

100

100

100

100

100

02055

99.7

99.4

100

100

100

100

100

100

100

100

02935

99.5

99.5

99.8

99.8

99.8

100

100

100

100

100

01407

99.7

99.4

100

100

100

99.8

100

100

100

100

02097

99.4

100

99.4

99.4

99.4

99.5

99.4

100

100

100

03566

99

99.7

99

99

99

99.2

99

99.7

100

100

03672

14-

01514
99.5 99.7
99.2 99.4
99.8 100
99.8 100
99.8 100
99.7 99.8
99.8 100
99.2 99.4
98.9 99

99.8

100

12
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Supplemental Table S4: Nucleotide pair-wise comparison of POMV 98-01382 and other orthomyxovirus PB1 ORFs in Figure 5.

Orthomyxovirus

98-01382 POMV (% identity)

06-04216 POMV 96.7
14-01514 POMV 95.9
KU587565 ISAV CA/NS/G0008/2012 46.9
KX823913 ISAV FO/07/12 46.1
HQ259672 ISAV Glesvaer/2/90 46.6
KX882062 RbtOV Idaho/347/1997 45.0
KX882070 SttOV Wisconsin/2014 44 .8
KU751814.1 Tilapia Lake Virus Til-4-2011 28.6
JN540080 Influenza A/chicken/Attock/NARC-14994/2009 HIN2 37.0
CY 176520 Influenza A/Melbourne/INS3_646/2011 H1N1 36.7
KF277180 Influenza A/Vietnam/CM32/2011 H5N1 36.6
M20479 Influenza B/Ann Arbor/1/66 37.4
CY 149891 Influenza B/Sydney/210/2006 37.8
JX513187 Influenza B/Thailand/CU-H2933/2011 37.6
LC123398 Influenza C/Greece/1/79 39.2
LC123388 Influenza C/Johannesburg/4/67 39.1
KM504278 Influenza C/Victoria/2/2012 39.1
KF425653 Influenza D/bovine/Minnesota/628/2013 41.4
KT592531 Influenza D/swine/ltaly/199724-3/2015 41.4
JQ922306 Influenza D/swine/Oklahoma/1334/2011 41.3
FJ861695 Quaranfil virus EG PB1 32.9
JQ928944 Tjuloc virus LEIV 152K 34.0
KM114305 Wellfleet Bay virus 10-280-G 34.0
AF004985 Thogoto virus 34.4
GU969313 Dhori virus 1313/61 34.3
KC506157 Upolu virus 36.0
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Supplemental Table S5: Nucleotide pair-wise comparison of Rainbow/Idaho/347/1997 (RbtOV) and Glesvaer/2/90 (ISAV) with

POMV isolates for Figure 6

RbtOV - Rainbow/Idaho/347/1997 (% identity)

POMV PB2 PB1 NP F PA HE
98-01382 52.2 56.8 50.7 48.6 49.8 491
06-04216 52.3 56.9 50.3 48.6 49.9 491
07-01002 52.4 57.2 50.6 48.5 49.6 49.0
12-01390 52.6 57.2 50.8 48.6 49.9 49.4
12-02055 52.6 57.2 50.7 48.5 49.9 49.4
12-02935 52.6 57.1 50.7 48.6 49.9 49.4
13-01407 52.5 57.3 50.7 48.7 50.1 49.4
13-02097 52.3 57.1 50.3 48.6 50.1 49.4
13-03566 52.4 57.2 50.4 48.6 50.1 49.0
13-03672 52.5 57.1 50.8 48.6 50.1 49.4
14-01514 52.3 57.3 50.2 48.6 49.9 49.4

ISAV - Glesvaer/2/90 (% identity)

POMV PB2 PB1 NP F PA HE
98-01382 52.7 55.8 50.3 48.9 49.0 48.9
06-04216 52.7 55.8 50.2 48.5 48.8 48.8
07-01002 53.0 55.8 50.1 49.3 491 48.7
12-01390 53.0 55.9 50.0 49.2 48.9 48.9
12-02055 53.0 55.9 50.0 49.2 48.9 48.9
12-02935 53.0 55.9 50.1 49.3 48.9 48.9
13-01407 53.0 56.0 50.1 49.3 48.9 48.9
13-02097 52.7 55.9 50.1 48.8 48.9 48.9
13-03566 52.6 55.9 50.1 48.5 48.9 48.9
13-03672 52.9 55.8 50.2 49.3 48.9 48.8
14-01514 52.6 56.0 50.2 48.5 48.9 48.9
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Virus Id
98-01382
07-00191
07-00528
07-01002
12-02055
12-02696
12-02894
12-02935
13-01407
13-02097
13-02263
13-02307
13-02647
13-03566
13-03672
14-01514

Fish species
Pilchard
Atlantic salmon
Atlantic salmon
Pilchard
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Atlantic salmon
Pilchard
Atlantic salmon

State of origin
South Australia
Tasmania
Tasmania
South Australia
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania
Tasmania

Supplemental Table S6: GenBank Accession Numbers for Sanger-sequenced partial segment 2 amplified with POMV RT-nPCR

GenBank Accession
MN241430
MN241415
MN241416
MN241417
MN241418
MN241419
MN241420
MN241421
MN241422
MN241423
MN241424
MN241425
MN241426
MN241427
MN241428
MN241429
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