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Supplement 1. Isosource model, and raw data for all individual and summary fatty acids analysed
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Fig. S1. Isosource model used for fish data collected at Stn B with apex source allocations as follows: (1)
adult euphausiids, (2) shrimp, (3) Aequorea forskalea, (4) Chrysaora fulgida 1 and (5) C. fulgida 2



Table S1. Qualitative comparison of the concentrations of different fatty acids (FA, % of total fatty acids, TFA) of Sufflogobius bibarbatus and its
potential prey items. Values are mean + SE. x: awb, where x = number of C-atoms in the acyl chain, a = number of double bonds and b = position of
double bond from the methyl end of the molecule. MZ150-1000: mixed zooplankton of sizes 150—1000 um; GS: small gobies (<57 mm); GM:
medium-sized gobies (58—-90 mm); GL: large gobies (>90 mm). Sample sizes are indicated in brackets

FA(% TFA)  peropods(N=9) _ amphipods (N= 2) euphausiids (N = 6) MZ150(N=2) MZ200(N=2) MZ250(N=2) MZ500(N=4) MZ1000(N=5)  GS(N=24) GM(N=20) GL(N=

140 744£057 39403 499+042 5544035 6512024 565031 603048 573+1 43402 3212019 30740.
150 147+005 0924012 059003 074+013 066002 0.82+002 053012 088038 0974011 115:0.18 1.1810.
160 14924038 13112065 2082407 2165048 15684117 1347051 15574101 1379119 21514049 2009075 18390
170 1074005 09004 095009 118£007 0974012 107£007 049+005 125£025 086009 116£0.16 1.0740.
180 6644025 4684006 248401 1246£0.18 333:044 4754137 3934138 4754178 738012 804+0.19 8.33+0.
190 033007 0314003 006£0.03 0£0 0£0 0£0 040 006003 038007 037004 058+0.
200 0274008 0324001 0174006 028002 029+0.1 042014 021£004 0354009 053004 056006 045+0.
210 009004 0134001 00 0£0 0£0 021019 0.13£005 0124011 003002 0074005 001+0.
220 012003 015001 0.11£003 0.15+001 038014 056031 005002 1634146 0344004 0434019 02540.
240 006002 00 009004 0£0 00 009001 001001 0054005 0412004 0274005 023+0.
150 039005 0414002 025£0.02 05340 0514005 0412005 0344007 059:0.18 053008 044007 0.39+0.
ai-150 0.16£0.02 0.16£0 0.15£001 0.15£004 03006 0.19£0 0.1£003 008003 0.15£003 0244005 022+0.
160 155402 093£007 066£0.08 0254006 03740.09 009002 0.12:004 046008 0424006 049009 03201
170 0644004 0394005 0624002 053003 041£0.11 053003 0440.16 0.19+002 073003 083009 147+40.
144_5 0.12+004 0£0 008+0.02 001£0 00740.06 008001 0.13+005 0.1+004 02002 0224003 0.13+0.
16:1_5 0584015 0£0 009+0.02 0224001 021+003 008£0 0.12+006 0.1£005 043003 05006 047+0.
16:1_7 645041 444041 47+031 679055 883£0.49 6824118 11204 1099:0.94 4044012 3524009 43310,
1817 3874057 36041 406£013 297048 5174027 5844178 2044125 3441 443026 363023 36410.
181_9 526055 1473023 10612051 11974123 22254291 17.47£007 558058 9564207 6942015 57602 4.8610.
20:1_9 095:0.1 111£008 085015 07403 1.05:002 029007 3053 172403 147£007 143:009 0.76:0.
2219 0.15£0.02 0274009 0.14£0.06 0142002 016003 0.15£003 039008 0254009 0284005 0844025 0620:
20111 075012 0184001 023003 017401 0274001 149£0.17 032401 051033 037004 039003 049+0.
22111 039401 0334002 044£0.16 045009 065£0.09 075£001 321108 164+021 155£024 134022 052+0.
162_4 076009 059003 023005 009003 049+0.34 071006 126£008 136£0.19 0262002 0384005 093+0.
163_3 048022 0.1£001 062:0.11 029015 1.16£003 0694016 0174012 0084003 0674007 059009 1.0410.
163_4 0874008 0314004 025£0.02 0.15£001 02004 0.18£003 007004 0074003 0284005 024004 05740.
164_3 005£001 008+0.08 003£001 008002 006£0.06 002002 005003 006003 0142002 0.16£0.04 0.1201
182_6 172+005 129011 291008 179+006 182+005 191:003 2254024 2254017 137+006 128£009 13:0(
183 3 0640.14 0214002 071007 079:0.16 054039 087402 086+038 0474006 073401 061008 0520
184_3 1224024 055£0.1 047004 10520 126£043 123:009 1224022 078£0.1 108009 11£0.13 0.76:0.
203 3 036004 019003 028401 00940 012002 01201 0.16£007 006002 011005 0.15:006 0.120(
203_6 055007 02120 036£007 029:0.18 0184001 017007 024£002 0.19:002 0262012 024£007 0410,
2046 261007 125602 303£019 09004 102+008 0812025 097401 111£0.13 2234015 308021 44410,
205_3 1868+047 14244035 163403 114902 10974134 1334083 18.15:0.88 17124134 1152¢022  1263:029 142210
22 6 054015 0124004 1412074 037031 02+0.11 054402 134:098 101£036 031007 046012 022+0.
25 3 177£007 1924031 086008 086+0.11 158+003 147+0.11 163028 1.03£008 257401 309013 406+
2263 16444076 1579088 192+066 14674149 12124128 16.82+182 15254174 1506213 20341065 21224099  1986+1



Table S2. Qualitative comparison of the concentrations of different fatty acids (FA, % of total fatty
acids, TFA) of Sufflogobius bibarbatus and its potential prey items. Values are mean + SE. x: awb
as in Table S1. PtSh: pteropod shells; AF: Aequorea forskalea; CF: Chrysaora fulgida. Sediment
from Stns A (inshore) and B (offshore) shown separately. Sample sizes indicated in parentheses

FA (% TFA) sediment-A (N=8) sediment-B (N=2) PtSh(N=6) AF (N=9) CF (N=22)

14:0 8.73+1.27 4.66+0.44 5.56+0.81 3.63+0.61  4.91+0.27
15:0 1.3+0.38 1.51+0.36 0.77+0.09 1.36£0.29  1.73+0.12
16:0 20.99+1.28 20.38+£3.75 2017#4.78 11.38+1.49 16.85+0.63
17:0 1.39+0.48 1.01+0.37 1.01+0.17 1.88+0.89  1.32+0.06
18:0 7.9840.95 4.98+0.26 3.59+0.68 8.8+0.58  14.29+0.49
19:0 0.24+0.11 0+0 0+0 1272044  1.34+0.11
20:0 1.73+x0.4 1+0.13 0.49+0.12 1.21+0.33  1.06+0.16
21:0 0.54+0.18 1.27+1.27 0.38+0.19 0.45+0.17  0.21+0.06
22:0 1.43+0.32 1.74+0.22 0.52+0.14 1.19+0.38  1.47+0.34
24:0 1.29+0.52 5.59+5.59 0.94+0.94 1.12+0.95  0.14+0.05
i-15:0 1.88+0.18 2.3340.14 0.52+0.09 2.19+1 1.19+0.1

ai-15:0 3.13+0.4 5.41+0.23 0.14+0.06 0.27+0.16 0.5+0.05

i-16:0 2.26+1 0.44+0.04 0.53+0.23 1.52+0.33  1.23+0.12
i-17:0 0.85+0.23 0.51+0.06 0.35+0.11 1.16£0.24  1.14+0.05
14:1_5 1.73+0.35 1.97+0.81 0.27+0.06 0.19+0.12  0.07+0.03
16:1_5 0.73+0.33 3.89+0.24 0+0 0.26+0.26  0.27+0.03
16:1_7 6.24+1.15 12.92+0.73 7.23+217  4.79+0.85  3.54+0.26
18:1_7 6.66+1.7 14.27+4.63 4.42+0.93 1.1£0.29 1.78+0.16
18:11_9 2.06+0.23 1.31+£0.03 12.19+1.11  3.3620.53  4.26+0.25
20:1_9 1.38+0.71 0.12+0.01 1.17+0.27 1.51+x0.4 0.7+0.1

221_9 0.86+0.26 1.52+0.05 0.23+0.03 0.33+0.09  0.35+0.09
20:1_11 0.88+0.69 0.06+0.02 0.66+0.21 0.74+0.34  0.22+0.05
221_11 0.66+0.17 0.38+0.04 1.13+0.26 0.74+0.19  0.27+0.06
16:2_4 0.93+0.36 0.81+0.5 0.89+0.1 2.26%1.82  0.56+0.05
16:3_3 0.1£0.02 0.13+0.01 0.15+0.09 0.74+0.43  0.49+0.11
16:3_4 1.27+0.36 1.34+0.08 0.54+0.13 0.88+0.2 0.65+0.07
16:4_3 0.5£0.15 0.08+0 0.07+0.01 0.07£0.02  0.07+0.01
18:2_6 1.28+0.34 0.72+0.32 1.37£0.14 1£0.2 1.21£0.15
18:3_3 0.84+0.32 0+0 0.81+0.35 0.41+0.21  0.61+0.11
18:4_3 2.88+1.71 0+0 1.28+0.2 1.31£0.42  1.32+0.15
20:3_3 1.69+0.81 0+0 0.31£0.19 0.02+0.02  0.29+0.06
20:3_6 1.27+0.53 0+0 0.19+0.07 2.62+1.95 0.4+0.08

20:4_6 2.04+0.67 0+0 0.9+0.15  13.07£1.94 7.17+0.68
20:5_3 2.92+0.44 1.53+1.04 8.65+0.88 7.68+1.4 9.26+0.37
22:2_6 1.29+0.23 1.32+0.5 0.43+0.13 1.22+0.35 0.87+0.13
22:5_3 1.68+1.1 0+0 1.02+0.16 2.95+£0.66  3.52+0.16
22:6_3 3.05+0.8 2.13+0.67 10.7243.14  13.04+1.79 14.46+0.7




Table S3. Qualitative comparison of the concentrations of different fatty acid (FA) marker ratios (% of total fatty acids, TFA) of Sufflogobius
bibarbatus and its potential prey items. x: awb as in Table S1. BAFA: bacterial fatty acids; PUFA: polyunsaturated fatty acids; sum ®3: sum of all fatty
acids with a double bond on the third carbon from the terminal methyl end; MUFA: monounsaturated fatty acids; SFA: saturated fatty acids; P/S:
PUFA/SFA; sum 16:1/16:0: monounsaturates with 16 carbon atoms / palmitic acid; sum 16/sum 18: sum of fatty acids with 16 carbon atoms / sum of
fatty acids with 18 carbon atoms; EFA: essential fatty acids; sum 22:1: sum of monounsaturates containing 22 carbon atoms; TFA: total fatty acids.
Sample descriptions are as in Table S1

FA (% TFA) pleropods(N=9)  amphipods (N= 2) euphausiids (N= 6) MZ150(N=2) MZ200(N=2) MZ250(N=2) MZ500(N=4) MZ1000(N=5) GS(N=24) GM(N=20) GL(N=20)
BAFA 499:023 394:002 324401 338005 321001 3110 297031 439:043 371019 4374037 433+024
sum-pufa 46654112 488203 46841106 33.12+1.71 31934225 39094253 4403264 4085378 41931088 45244117  4852+152
sum-_ 3 3961105 3308077 3851081 2933161 27764251 34244279 3751266 3467352 3717+084 3955115  4065+162
sum-mufa 1853+0.75 2487009 212055 2343278 38674385 32674273 26774125 28774353 1945049  17.35:054 158+059
sum-sfa 34744123 26.18+022 3196068 43454107 294416 2803039 27794209 30264164 3856069 3729098  3564:109
Pl 136:007 187+003 147+006 076+002 1.08+0.02 139+007 163021 138£0.19 111004 1264007 141+009
16:1160 047003 0344005 023+002 032+003 058+008 051007 072+003 085:0.14 021001 0212001 0262001
sum16/sum18 13:007 0744002 128+006 094003 0774008 066005 179:03 134:023 126£003 126+004 13005
sum-EFA 3773113 42504032 3857075 27074172 241255 3096429 34374242 33204347 341108 36924114 38524159
226_31205_3 088+0.04 1112009 118+005 1274011 111£002 126+006 084+007 087007 1774005 169008 14£009
205_31226_3 115:005 091007 086004 0794007 09001 08+004 122401 11801 058002 062+002 0.76:004
sum22:1 054+0.11 06:0.11 058015 06:0.11 081012 09+005 36075 189+027 183027 215:031 1124031
sum22:1+20:1 2241016 194019 166+033 146:05 2134009 2684015 691+137 4124065 3.38+029 3671032 236:031
_ 3.6 736025 2234012 5024031 826403 7984063 867+1.1 839+177 74+055 926044 853048 653+0.37




Table S4. Qualitative comparison of the concentrations of different fatty acid (FA) marker ratios (%
of total fatty acids, TFA) of Sufflogobius bibarbatus and its potential prey items. Sample
descriptions as in Table S2; fatty acid summaries/ratio descriptions as in Table S3

FA (% TFA) sedimentA (N=8) sedimentB (N=2) PtSh(N=6) AF (N=9) CF (N=22)
BAFA 12.06+1.22 14.31+1.66 4674048 1164375  7.22+0.29
sum-pufa 22.43+2.92 9.64+3.32 27344277 43.88+3.62 41.01:0.97
sum-_3 13.66+2.66 3.87+0.35 2303272 257428  30.02+0.87
sum-mufa 2244419 39.54+3.93 2848379 1841+44 1157+0.38
sum-sfa 53.19+2.22 49.56+1.88 4377+434 3398+451 47.18+0.85
P/S 0.44+0.07 0.19:0.06 067+0.11  1.14+0.15  0.88+0.03
16:1/16:0 0.33+0.07 0.84x0.11 035:0.16  044:0.04  0.23:0.01
sum16/sum18 1.55+0.23 1.72+0.02 168+025  4.39+317  0.99:0.04
sum-EFA 8.02+1.77 3.66+0.36 20.27+2.86 3351:428 30.89+1.12
22:6_3/205_3 1.04+0.18 3.14+2.57 1.39+051  2.18+055  1.61x0.1
20:5_3/22:6_3 1.23+0.24 0.97+0.79 1.06£022  047+0.09 0.67+0.04
sum22:1 151£0.27 1.940.02 1.36:029 146035  0.63:0.11
sum22:1+20:1 3.77+1.35 2.08+0.01 3.19:067  3.09:042  1.54:0.16
3/ 6 2.71%0.95 1.78+1.08 8244113  145:025  3.39:0.3




Table S5. Quantitative comparison of the concentrations of different fatty acids (FA, pg mg ' dry weight, DW). Values are mean + SE. x: amb as in
Table S1. MZ150-1000: mixed zooplankton of sizes 150—-1000 pm; GS: small gobies (<57 mm); GM: medium sized gobies (58—-90 mm); GL: large
gobies (>90 mm). Sample sizes are indicated in brackets

FA(pgmg " DW)  pteropods(N=9) amphipods (N=2) euphausiids (N=6) MZ150(N=2)  MZ200(N=2)  MZ250(N=2) MZ500(N=4)  MZ 1000 (N=>5) GS(N=24) GM(N=20) GL(N=20)
140 182401 089+0.13 1494021 271001 2674033 503:083 5474183 518+061 151+0.12 08+009 068+0.09
150 0294002 021004 017001 036£0.04 027004 072006 0424009 0754025 0324004 0244004 0254003
160 375+023 2974005 6.08+048 1061+038 64055 11974177 144448 1303+158 72905 503+048 38704
170 027003 0240 028+004 0584007 0414011 096+0.16 0424013 1194027 0294003 0344007 021002
180 165+007 107+008 073007 611026 135:004 407+075 367+161 4844204 2424015 198+0.16 168+0.13
190 009002 0074001 0.02+001 0 0 0 0 005+0.02 0124003 008+001 0.12+001
200 007+003 0074001 005001 0140 013006 036+008 02+008 0324009 0174002 014002 009001
210 003001 003+0 0 0 0 019019 0.130.08 0.1240.12 0010 0 0
220 002+001 00340 003001 0074001 0164008 0524033 005+0.02 1614147 012001 0074003 0054001
240 0010 0 002+001 0 0 00840 001001 004004 0124001 006001 004001
150 0.1+001 009+0 00740 026+001 021005 03540 033+0.15 059+0.19 0.16£0.02 0084001 008+001
ai-150 0040 0040 0040 0074002 013004 016002 008003 0074003 005001 005001 0054001
160 0.39:006 02120 0.19+002 0.12+002 0.15+0.01 008+001 008+0.04 043+0.08 0.14£003 011003 006+001
170 016001 0094002 018002 026£003 016002 0474007 041026 0184002 0244002 0174002 0244002
1741 0 005£001 0 0 0 0 0854026 046+0.11 001001 0010 0
141_5 003001 0 00240 0010 003+003 00740 014007 01004 0074001 005+001 0034001
161_5 016005 0 003001 011001 009003 0074001 0084002 009:+0.04 014001 0124002 01001
16:1_7 165+0.19 101016 1394017 3354046 3684078 6.15+1.71 9734286 1038+1.17 135+009 086£0.07 09+0.1
181_7 096014 081004 1192011 1474032 2162045 534214 129:05 338+107 137+009 095+0.11 0724006
181_9 135£0.19 335017 313032 591+094 939+267 15194161 446+078 939239 231016 1414012 1.05£0.09
201_9 024003 0254003 024004 035£0.16 043006 083047 2484059 1674038 042003 0274003 0154002
221_9 0.04+001 006002 0.04+002 007001 007+002 0.13:002 03005 0224006 01002 0.15£0.06 0.15+0.1
20:1_ 11 0.19+004 004+0 006001 0094005 0112001 1340 0244009 055+0.36 0114001 01001 0.1£001
221_ 11 009002 0084001 0.12+004 023+0.06 028+008 067+006 2684077 1512014 053+0.1 025+0.06 011003
24:1 0 0 0 0 0 0 1274127 0 001001 001001 00120
162_4 019003 01340 007002 004001 023017 063012 114029 128402 0084001 0084002 019002
163_3 014007 002+0 0.18+0.03 0.15£0.08 048+0.09 063021 0124007 008+0.03 02+001 0.13+0.02 0.19+0.02
163_4 0224002 0074001 007001 00740 00840 016004 008+0.06 006+0.02 0084002 0074001 011001
164_3 0010 0024002 0010 004001 003003 002002 006+0.04 006+0.03 005001 004001 002+0
182_6 043003 0294001 085007 088+0.02 076014 174022 2024072 212013 045+003 0294003 0274003
183_6 0010 014002 0042001 0094004 012001 051028 0274007 0.19+0.06 0024001 0 0
183_3 0.16+0.05 005+0 02+002 038+0.06 018013 0.75+0.1 098+061 0444006 0224003 0.13+0.02 0.11:003
184_3 032008 0124002 0142002 0524003 055026 11402 109+043 0724008 035£003 023+0.04 016003
203 3 009001 0040 008+003 00540 004002 008+0.08 0.16+0.1 006+0.02 004002 005+0.02 0024001
203 6 0142002 00540 012001 0.14£008 007002 0.15+0.04 02+005 0.18+0.03 0074004 006£0.02 0094003
204_6 066004 2854014 089+0.1 044001 043£0.1 069:0.14 0824021 1.02+0.1 068+0.06 068+0.05 087+0.06
205_3 474029 323+0.13 477034 5634023 4442017 11.72+057 1562+4.12 16.09+148 375402 3094021 279+0.16
22 6 012003 0034001 0362017 0194016 008003 05:023 0794042 0874029 0094002 005001 0054001
25 3 045:003 04401 025:003 0424008 065009 1.02+001 136403 0974009 0824004 073+0.04 078+0.04
26 3 415:034 3614043 5554024 7164032 4924027 147+003 1253288 1394162 646026 481026 376402




Table S6. Quantitative comparison of the concentrations of different fatty acids (FA, ug mg ' dry
weight, DW). Values are mean + SE. x: awb as in Table S1. PtS: pteropod shells; AF: Aequorea
forskalea; CF: Chrysaora fulgida, Sediment from Stns A (inshore) and B (offshore) shown
separately. Sample sizes indicated in parentheses

FA(ugmg ' DW) sediment-A(N=8) sedimentB (N=2) PtSh (N= 6) AF (N= 9) CF (N=22)
14:0 0.07+0.01 0.0240.01 0.2+0.08 0.0620.02 0.1240.01
15:0 0.01£0 0.01+0.01 0.03£0.01 0.0240 0.04£0
16:0 0.1740.01 0.1%0.05 1.03+0.34 0.1840.05 0.41£0.03
17:0 0.01£0 0.01+0.01 0.03£0 0.0240 0.03£0
18:0 0.07+0.01 0.03+0.01 0.1£0.02 0.13+0.03 0.36+0.03
19:0 0 0 0 0.0240 0.04£0.01
20:0 0.0240 0.01%0 0.0240.01 0.0120 0.0240
21:0 0 0 0.01£0 0 0
22:0 0.01£0 0.01£0 0.0240.01 0.0120 0.04+0.01
24:0 0.01£0 0.05£0.05 0.01+0.01 0 0
-15:0 0.02+0 0.01+0.01 0.02+0.01 0.01£0 0.03£0
ai-15:0 0.03£0 0.03£0.02 0.01£0 0.01£0 0.01£0
-16:0 0.02+0.01 0 0.02+0.01 0.0240 0.03£0
-17:0 0.01£0 0 0.01£0 0.0240 0.03£0
17:1 0.01£0.01 0.01£0 0.03+0.01 0 0
14:1_5 0.01£0 0.01+0.01 0.01£0 0 0
16:1_5 0 0.02+0.01 0 0 0.01£0
16:1_7 0.05£0.01 0.07+0.04 0.24+0.09 0.08+0.02 0.09£0.01
18:1_7 0.06£0.01 0.06+0.02 0.1240.02 0.02+0.01 0.05£0.01
18:1_9 0.0240 0.01£0 0.37+0.08 0.05£0.01 0.1x0.01
20:1_9 0.01£0 0 0.03+0.01 0.0240 0.0240
22119 0.01£0 0.0140.01 0.01£0 0.01£0 0.01£0
20:1_11 0.01£0 0 0.02+0.01 0 0.01£0
22:1_ 11 0.01£0 0 0.03+0.01 0.01£0 0.01£0
24:1 0.01£0.01 0 00 0 0
16:2_4 0.01£0 0.01£0.01 0.03+0.01 0.01£0 0.01£0
16:3_3 0 0 0 0.01£0 0.01£0
16:3_4 0.01£0 0.01£0 0.01£0 0.01£0 0.02+0
16:4_3 0 0 0 0 0
18:2_6 0.01%0 0.01£0 0.05+0.01 0.02+0 0.03+0
18:3_6 0.01£0 0.01+0.01 0 0 0
18:3_3 0.01x0 0 0.04+0.02 0.01£0 0.01£0
18:4_3 0.03+0.02 0 0.04+0.01 0.0240 0.03+0
20:3_3 0.02+0.01 0 0.02+0.01 0 0.01£0
20:3_6 0.01+0.01 0 0.0120 0.0120 0.0120
20:4_6 0.02+0.01 0 0.03+0 0.2+0.05 0.19£0.02
20:5_3 0.03+0.01 0.01+0.01 0.2740.07 0.13%0.05 0.24+0.02
22:2 6 0.01£0 0.01+0.01 0.01£0 0.01£0 0.0240
22:5 3 0.02+0.01 0 0.04+0.01 0.03+0.01 0.1%0.01
22:6_3 0.03£0.01 0.01£0 0.28+0.06 0.21+0.06 0.35£0.02



Table S7. Quantitative comparison of the concentrations of different fatty acid (FA) marker ratios (ug mg ' dry weight, DW). x: awb: as in Table S1.
Fatty acid summaries/ratio descriptions as in Table S3. Sample descriptions as in Table S5

FA(igmg "DW)  pieropods(N=9) amphipods (N=2) euphausiids (N=6) MZ150(N=2)  MZ200(N=2)  MZ250(N=2)  MZ500(N=4)  MZ 1000 (N=5) GS(N=24) GM(N=20) GL(N=
BAFA 125401 09005 0944007 1654007 133£022 274403 259:084 415:049 123+009 1£0.12 0.89:0.
sum-pufa 1178085 1111208 1366£054 162009 13042117 34.35+158 3724947 3803299 13372054  1043:058 94240,
sum-_3 1002076 754067 1118061 1434£004 113079 3002+087 31924828 323243 11.89:048 921052 7.8340.
sum-mufa 471204 566£0.35 6224054 11574202 1623414 2974504 22245478 2773473 641043 4172031 33240.
sum-sfa 8674045 595+0.34 9354077 2128+07 12044128 24774239 2514802 2876£305 12941083 9154085 74240.
PiS 136£007 1874003 149£007 076002 1.08£0.02 139£007 163£021 1384019 109004 1274009 14140.
16:1160 0474003 034£005 023£002 0324003 058008 051£007 0724003 085£0.14 02120 02001 026:0.
sum16/5um18 13£007 074£002 125:006 094003 0774008 066£005 179:03 134:023 129+002 126£004 129:0.
sum-EFA 951:066 974071 1121085 1323008 979:054 27124046 2898712 31024292 10.89:048 858046 74240.
226_3[205_3 088004 1114009 118£0.05 1274011 111£002 126£006 084007 087007 1774006 1624008 140(
205_3126_3 1.15:005 0911007 086004 079£007 09001 08+004 12210.1 1.18:0.1 058£0.02 0644003 07620.
sum22:1 0.13:003 0.14£003 016004 03007 034201 079:005 2984077 1724016 063£0.11 04007 026+C
SUM22:1420:1 0574006 043£007 046£008 073£029 089£0.18 2924043 574143 395081 114£0.13 0774007 05140.
3.6 736£025 223£012 5024031 828+03 798063 867+1.1 8394177 741055 951044 904£049 6.5840.
TFA 25194155 22764149 2923181 49054282 41324659 89,0592 859042227 94.63£7.19 3273£173 2377167 20.16%1
ferrestrial 059007 034001 1.06£007 126£004 0942001 2442012 299133 2544017 067005 0424005 0.3810.



Table S8. Quantitative comparison of the concentrations of different fatty acid (FA) marker ratios
(ug mg ' dry weight, DW). Sample descriptions as in Table S6, fatty acid summaries/ratio
descriptions as in Table S3

FA (ug mg ! DW) sediment-A (N= 8) sediment-B (N= 2) PtSh (N= 6) AF (N=9) CF (N=22)
BAFA 0.11+0.02 0.09+0.06 0.15+0.04 0.09+0.01 0.18+0.02
sum-pufa 0.2+0.04 0.06+0.05 0.82+0.21 0.66+0.17 1.04+0.08
sum-_3 0.13+0.03 0.02+0.01 0.69+0.18 0.41+0.11 0.75+0.05
sum-mufa 0.19+0.02 0.21£0.11 0.85+0.19 0.19+0.05 0.28+0.02
sum-sfa 0.44+0.04 0.28+0.17 1.49+0.46 0.5+0.11 1.17+0.09
P/S 0.4410.07 0.1940.06 0.67+0.11 1.21+0.1 0.89+0.03
16:1/16:0 0.3310.07 0.84+0.11 0.35+0.16 0.39+0.05 0.23+0.01
sum16/sum18 1.55+0.23 1.7240.02 1.68+0.25 1.15+0.08 0.99+0.04
sum-EFA 0.07+0.02 0.02+0.01 0.58+0.13 0.54+0.15 0.78+0.07
22:6_3/20:5_3 1.04+0.18 3.14+2.57 1.39+0.51 2.48+0.51 1.61+0.1
20:5_3/22:6_3 1.2320.24 0.97+0.79 1.06+0.22 0.51+0.07 0.67+0.04
sum22:1 0.01+0 0.01+0.01 0.04+0.01 0.02+0.01 0.02+0
sum22:1+20:1 0.03+0.01 0.010.01 0.08+0.02 0.04+0.01 0.04+0.01
_3/._6 2.71+0.95 1.78+1.08 8.24+1.13 1.55+0.2 3.44+0.3
TFA 0.85+0.09 0.56+0.33 3.17+0.84 1.36+0.33 2.5+0.18

terrestrial 0.02+0 0.01x0 0.08+0.04 0.02+0.01 0.04+0




