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Supplement 1.
Table S1. Fish species list and total number caught at sites in the lower and upper
Chesapeake Bay. In the lower Bay, a total of 432 20-m tows were conducted with a modified
crab scrap. In the upper Bay, a total of 96 500-m tows were conducted with an otter trawl.
Bay anchovy were caught in nearly every trawl, but were not counted.
Common Name
White catfish
Bay anchovy
American eel
Silver perch
Spadefish
Spotted seatrout
Weakfish
Gizzard shad
Mummichog
Skilletfish
Channel catfish
Pinfish
Spot
Rainwater killifish
Atlantic croaker
White perch
Striped bass
Oyster toadfish
Summer flounder
Harvestfish
Yellow perch
Norther puffer
Tonguefish
Hogchoker
Spotted hake

Scientific name
Ameiurus catus
Anchoa mitchelli
Anguilla rostrata
Bairdiella chrysoura
Chaetodipterus faber
Cynoscion nebulosus
Cynoscion regalis
Dorosoma cepedianum
Fundulus heteroclitus
Gobiesox strumosus
Ictalurus punctatus
Lagodon rhomboides
Leiostomus xanthurus
Lucania parva
Micropogonias undulatus
Morone americana
Morone saxatilis
Opsanus tau
Paralichthys dentatus
Peprilus paru
Perca flavescens
Sphoeroides maculatus
Symphurus plagiusa
Trinectes maculatus
Urophycis regia

Number caught
Lower Bay Upper Bay
0
1
many
many
3
0
518
0
10
0
5
0
3
0
0
2
3
0
35
0
0
1
71
0
380
213
12
0
381
0
0
2095
19
84
1
0
77
0
1
0
0
2
6
0
12
0
183
0
5
0
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Figure S1. Relationship between density of (a) Mya arenaria and (b) Tagelus plebeius in
suction samples and hydraulic dredge samples, including equations from simple linear
regressions. The inclusion of the high-density data point in regressions did not significantly
impact slopes for M. arenaria (z = 1.39, p = 0.17) or T. plebeius (z = 1.36, p = 0.18), as
determined by a two-sided hypothesis test of z values calculated from model coefficients and
standard errors (Clogg et al. 1995). High-density data points for both species do not come
from the same location, and these densities were within the range of expected values for both
species; thus, these data points were not omitted from analyses.
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Figure S2. Size (length) density histograms for Mya arenaria captured in (a) suction samples
and (b) hydraulic dredge samples.
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Figure S3. Pearson correlation coefficients (top panels) and scatter plots with splines (bottom
plots) for all environmental and predator variables. Color denotes direction (negative = red,
positive = blue) and magnitude (shading) of correlation coefficients. Correlation coefficients
with an absolute value less than 0.2 are shaded in gray.
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Figure S4. Lower Chesapeake Bay biomass (ash-free dry weight) of (a) Mya arenaria and
(b) Tagelus plebeius captured in suction samples between fall 2011 and summer 2013. Point
size is a linear function of mean biomass at each site: Radius = (4.0 x Density) + 1.
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